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NTDB id 343856 ET948 RS01655 WP 154114822.1 MSISNTTVTKVEDFDFDPEVFNALESDSVIE.......QPPTHTNLREEYDASSKSLDATQMYLSEIGFSPLLTAEEEVL 73
NTDB id 1183 GTF74 RS11590 WP 000116737.1 MSV.SNTVTKVEEFDFEDEALEVLETDAELTSDEELVAVEGASEDVREEFDASAKSLDATQMYLSEIGFSPLLTAEEEVL 79
consensus !!** !!!!!!*!!!**! !!*! * ******* ** * *!!!*!!! !!!!!!!!!!!!!!!!!!!!!!!!!!

logo YARRALRGDDEAARKRMIESNLRLVVKI SRRYSNRGLALLDL I EEGNLGL IRAVEKFDPERGFRFSTYATWWIRQTI ERAL
NTDB id 343856 ET948 RS01655 WP 154114822.1 YARRALRGDDAARKRMIESNLRLVVKISRRYSNRGLALLDLIEEGNLGLIRAVEKFDPERGFRFSTYATWWIRQTIERAL 153
NTDB id 1183 GTF74 RS11590 WP 000116737.1 YARRALRGDEAARKRMIESNLRLVVKISRRYSNRGLALLDLIEEGNLGLIRAVEKFDPERGFRFSTYATWWIRQTIERAL 159
consensus !!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo MNQTRTIRLP IHVVKELNIYLRTARELSQRLDHEPTAPEE IAALELDKRPVDDVNTKMLRLNER I SSVDTP IGGDGDKALLDI L
NTDB id 343856 ET948 RS01655 WP 154114822.1 MNQTRTIRLPIHVVKELNIYLRTARELSQRLDHEPTAEEIAAELDKPVDDVNKMLRLNERISSVDTPIGGDGDKALLDIL 233
NTDB id 1183 GTF74 RS11590 WP 000116737.1 MNQTRTIRLPIHVVKELNIYLRTARELSQRLDHEPTPEEIALELDRPVDDVTKMLRLNERISSVDTPIGGDGDKALLDIL 239
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!! !!!*!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo PDASHNNASDPEFS ITQDDDIRDESLLVNWLDELNPKQKEVLARRFGLLGYEPSTLEEVGRE INSLTRERVRQIQVEGLRRLRE I LLV
NTDB id 343856 ET948 RS01655 WP 154114822.1 PDANNSDPEFSIQDDDIRDSLVNWLDELNPKQKEVLARRFGLLGYEPSTLEEVGREISLTRERVRQIQVEGLRRLREILL 313
NTDB id 1183 GTF74 RS11590 WP 000116737.1 PDSHNADPEFSTQDDDIRESLLNWLDELNPKQKEVLARRFGLLGYEPSTLEEVGREINLTRERVRQIQVEGLRRLREILV 319
consensus !! *! !!!!! !!!!!!*!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!*

logo KQGLNMEALFNTI
VEHYDGN

NTDB id 343856 ET948 RS01655 WP 154114822.1 KQGLNMEALFTIEHDG 329
NTDB id 1183 GTF74 RS11590 WP 000116737.1 KQGLNMEALFNVEYDN 335
consensus !!!!!!!!!! *!*!
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