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IPSLVLALDKSMS IVFYPLP IQEQGKVIVAQNLYLGSTDGGIWMVHDVHGKVMYFDGQNI

VLPRRGSVLP
NTDB id 343699 EWA65 RS07905 WP 195707960.1 MYRTLLYSFLLNLIFPSLVLALDKSMSVFYPLPIQEQGKVIVAQNLYLGTDGGIWMHDVHGKVMYFDGQNILPRRGSVLP 80
NTDB id 1151 GTF74 RS04205 WP 001911421.1 MFRTLLYGCLLNILIPSLVLALDKSMSIFYPLPIQEQGKVIVAQNLYLGSDGGIWVHDVHGKVMYFDGQNVLPRRGSVLP 80
consensus !*!!!!! *!!!** !!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!*!!!!!*!!!!!!!!!!!!!!*!!!!!!!!!

logo QLTSSHIVYANSAFWATFEQHELFRTYPAGGEHKRELMLSLTPGTQI INQI
MGASSNGMIWMTVDGNDENFYSYE IRSGRVESSTLSLHELYQ

NTDB id 343699 EWA65 RS07905 WP 195707960.1 QTSSHIVYANSAFWTFEQHELFRTYPAGHKELMLSLTPGTQINQIGSSNGMIWMTDNDNFYSYEIRSGRVSTLSLHELYQ 160
NTDB id 1151 GTF74 RS04205 WP 001911421.1 QLSSHIVYANSAFWAFEQHELFRTYPGGERELMLSLTPGTQIIQMGASNGMIWMVDGENFYSYEIRSGRVESLSLHELYQ 160
consensus ! !!!!!!!!!!!! !!!!!!!!!!!*!**!!!!!!!!!!!! !*! !!!!!!! ! *!!!!!!!!!!!! *!!!!!!!!

logo LNSASKTVVINDAQFLVSKWALATNVGVYLSDEQGFASHVKKNSGKHF IVQKLYFSHKRRELLVGSKRGAL IV IDI ENKRPSLPLPDR
NTDB id 343699 EWA65 RS07905 WP 195707960.1 LNSASTVVINDAQFLVSKWALATNVGVYLSDEQGFSHVKKSGKHFVQKLYFSHKRRELLVGSKRGALIIDIENKRSLPDR 240
NTDB id 1151 GTF74 RS04205 WP 001911421.1 LNSASKVVINDAQFLVSKWALATNVGVYLSDEQGFAHVKNSGKHFIQKLYFSHKRRELLVGSKRGALVIDIENKRPPLDR 240
consensus !!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!! !!!!!*!!!!!!!!!!!!!!!!!!!!!*!!!!!!!***!!

logo IGSSHVLS IMAETEKEYWI
VGTEDEGLFYVYSF ITGKIVQLESNNSNQDNEGYALLGKKIYAMVNDFQGGMWIAGTDKGI

VFYYSLFGQQ
NTDB id 343699 EWA65 RS07905 WP 195707960.1 IGSSHVLSMAETEKEYWVGTEEGLYVYSFITGKIVQLESNSNNEYALLGKKIYAMVNDFQGGMWIATDKGVFYYSLFGQQ 320
NTDB id 1151 GTF74 RS04205 WP 001911421.1 IGSSHVLSIAETEKEYWIGTEDGLFVYSFITGKIVQLESNNQDGYALLGKKIYAMVNDFQGGMWIGTDKGIFYYSLFGQQ 320
consensus !!!!!!!!*!!!!!!!!*!!!*!!*!!!!!!!!!!!!!!! * !!!!!!!!!!!!!!!!!!!!!*!!!!*!!!!!!!!!

logo FTRYPATQALSNDGSKATPQIGSKIAKALNSDGDYLAITAQQGLYNFNFVASDDELRKHL IYPGKVNDFAVIANGQEHNI
LW IATDEKGLAVRYNL

NTDB id 343699 EWA65 RS07905 WP 195707960.1 FTRYPTQALSNDGSKAQISKIKALNSDGDYLAITQQGLYNFNVADDLRKHLIYPGKVNDFAINGENIWIATDKGLARYNL 400
NTDB id 1151 GTF74 RS04205 WP 001911421.1 FTRYPAQALSNDGSKTPIGKIAALNSDGDYLAITAQGLYNFNFSDELRKHLIYPGKVNDFVIAQEHLWIATEKGLVRYNL 400
consensus !!!!! !!!!!!!!! *! !! !!!!!!!!!!!! !!!!!!! !*!!!!!!!!!!!!!! ! !**!!!!*!!! !!!!

logo SRRS ILDTPHNLPLAPLLQTAP I
V
E
QHLSTLMDGSDSGNLWGSTSDNHYQIWSYS IL ISEQKQNSFYRVDYGSEWMVKAQFSPSR ITLLAAVEKDQGIV IGTE

NTDB id 343699 EWA65 RS07905 WP 195707960.1 SRRSLDTPHLPLALLQTPVEHLTMDGSGNLWGSSNHQIWSYSIIQQSFVDYGSEWMVKQFSPSRITLLAAVEQGIVIGTE 480
NTDB id 1151 GTF74 RS04205 WP 001911421.1 SRRSIDTPNLPLPLLQTAIQHLSLDSDGNLWGTSDYQIWSYSLSEKNYRDYGSEWMVKAFSPSRITLLAAVKDGIVIGTE 480
consensus !!!!*!!!*!!!*!!!!** !!**! !!!!!*! *!!!!!!* * !!!!!!!!! !!!!!!!!!!!! !!!!!!!

logo HGAYSLFLEGKQIRFDFSSHRYGE I LVQVAEQDNASLSGDHI
VWI

L
I
VGASYGVFLQWHRKQDQPEAVPTVEL I EENIQPLC IAESKQGMWFL I SSTKQ

NTDB id 343699 EWA65 RS07905 WP 195707960.1 HGAYSLFGKQIRFDFSSHRYGEIVQVAQNALGDVWIIGAYGVFLWHQDQPEAVPVELIEENIQPLCIAESKQGMWFISSQ 560
NTDB id 1151 GTF74 RS04205 WP 001911421.1 HGAYSLLEKQIRFDFSSHRYGEILQVAEDSSGHIWLVGSYGVFQWRKDQPEAVTVELIEENIQPLCIAESKQGMWLISTK 560
consensus !!!!!! !!!!!!!!!!!!!!!*!!! !**!**! !!!! !* !!!!!!*!!!!!!!!!!!!!!!!!!!!! !!*



logo GI SHYYRSDNQGEQLNTKHNFGSAPYGL I SHNEFLPSASCAI
VGEEKQDENSSSL IV IGSQFLGI

VVKTVNTEELAVSNLPNIQVMTFSQVSVNHRTPTK
NTDB id 343699 EWA65 RS07905 WP 195707960.1 GISHYSDQGQLNKNFSAPYGLISHEFLPASCAIGEEKESSSLVIGSQLGIVKVNTEELAVSNLPNIQVMFSQVSVNHRPK 640
NTDB id 1151 GTF74 RS04205 WP 001911421.1 GISYYRNQ.ELTKHFGAPYGLISNEFLSASCAVGEEQDNSSLIIGSQFGVVKTNTEELAVSNLPNIQVTFSQVSVNHTTK 639
consensus !!!*! !* ! !*! !!!!!!!*!!!*!!!!*!!! * !!!*!!!! !*!! !!!!!!!!!!!!!!! !!!!!!!! *!

logo LLGYRMTPSEHPLKIARYGDAS I SFQFGALPSASRSQSLEYKLNDDEQQWQRFDWALLNSFDKQLLPGKYRLKVRSANP I
TQRYRTEALF

NTDB id 343699 EWA65 RS07905 WP 195707960.1 LLGYRTPHPLKIRYGDAISFQFGALPSARSQSLEYKLNDDQQWQRFDWALLSFDKLLPGKYRLKVRSANPIQRYRTEALF 720
NTDB id 1151 GTF74 RS04205 WP 001911421.1 LLGYRMSEPLKIAYGDSISFQFGALPSSRSQSLEYKLNDEQQWQRFDWALLNFDQLLPGKYRLKVRSANPTQRYRTEALF 719
consensus !!!!! **!!!! !!! !!!!!!!!!! !!!!!!!!!!!*!!!!!!!!!!! !! !!!!!!!!!!!!!!! !!!!!!!!!

logo DFEVLMEQPWYMTS IVAI
LVGYVLVASLVFLGLLALVAFLWWRTRMI LVAGANRKLKAQVDELKTSQLRHQSKIVLSNNHQLRKQLQLHHNTI

LL
NTDB id 343699 EWA65 RS07905 WP 195707960.1 DFEVMEPWYMTSVAIVGYVVALFGLLAVAFWWRTRMIVGANRKLKAQVDLKTSQLRHQSKIVLSNNHQLRKQLQLHHNLL 800
NTDB id 1151 GTF74 RS04205 WP 001911421.1 DFEVLQPWYMTSIALVGYVLSVLGLLALALWWRTRMILAANRKLKAQVELKTSQLRHQSKIVLSNNHQLRKQLQLHHTIL 799
consensus !!!!* !!!!!!*!*!!!!* * !!!!*! !!!!!!!**!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!! *!

logo GKNVLDENS IVDAPSLRHLSSYAKVRAGWNSEFDEAPFLNKVKQELAQLHFMHRGDAEDEESKFYHDLHLL I ESALKSWQEEYSKAAL IKL ITY
NTDB id 343699 EWA65 RS07905 WP 195707960.1 GKVLESVDPSLRHLSSYAKVRGWNEFDAPLNKVKQELAQLHFMHRGDAEESKFHDLHLLIESALKSWQEEYSKAAIKLIY 880
NTDB id 1151 GTF74 RS04205 WP 001911421.1 GNVLDNIDASLRHLSSYAKVRAWSEFEAPFNKVKQELAQLHFMHRGDEDESKYHDLHLLIESALKSWQEEYSKALIKLTY 879
consensus ! !!* *!*!!!!!!!!!!!!*! !!*!! !!!!!!!!!!!!!!!!! *!!!*!!!!!!!!!!!!!!!!!!!!! !!! !
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NTDB id 343699 EWA65 RS07905 WP 195707960.1 HGETRFIEVRQFNLDVLFNAILTDAIKRLYKYQELQIQLEARDEQAVLIFSDFGSPIQNLGSMLVTLTGFGTYPLQELIS 960
NTDB id 1151 GTF74 RS04205 WP 001911421.1 SGEPRFVEVRQFNLDVLFNAVLTDAIKRLYKHQELTIQLEVRNAQAVIVFSDFGAPIQNIDKTMVTLSG.SSYPLEELVI 958
consensus *!!*!!*!!!!!!!!!!!!!*!!!!!!!!!!*!!! !!!! ! !!!**!!!!! !!!!* *!!!*!* *!!! !!*
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NTDB id 343699 EWA65 RS07905 WP 195707960.1 RSGGELRVLVLKERNVIELAWPLASIPEIESLKQE.VVEIEQKSAIDDVEKEWLSKLEKLIEQNYSDPNFTTSTAAQSLY 1039
NTDB id 1151 GTF74 RS04205 WP 001911421.1 RSGGVLHVLALKERNVIELAWPLATLPELETIHKPEEGEQAAKVGIDEVEKEWLSKVEKLIELHYSDPNFTTSTAAQALY 1038
consensus !!!! !*!! !!!!!!!!!!!!!!**!!*!*** ** ! ! *!!*!!!!!!!!*!!!!! *!!!!!!!!!!!!! !!

logo VSERSLQRRFKAATGKTFKESLNELVRLEKACQSLLSGAKIAQVAFDCGFNDPSYFSQRFKHHFGLSPSQF I EDQENS
NTDB id 343699 EWA65 RS07905 WP 195707960.1 VSERSLQRRFKAATGKTFKESLNELRLEKACQSLLSGAKIAQVAFDCGFNDPSYFSQRFKHHFGLSPSQFIEDQES 1115
NTDB id 1151 GTF74 RS04205 WP 001911421.1 VSERSLQRRFKAATGKTFKESLNEVRLEKACQSLLSGAKIAQVAFDCGFNDPSYFSQRFKHHFGLSPSQFIEDQEN 1114
consensus !!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!



X non conserved
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X ≥ 50% conserved


