
logo MNIRPSQIKHKQRIASF ITHAVVI
V
A
VMGI

VL IVSVLFQSYQI SSRLMAQEGQRTSVQTSSL IQSLFDFRLATALKR IHQDSTAK
NTDB id 343673 EPB59 RS14960 WP 154173565.1 MNIRPSQIKHKQRIASFITHAVVIAMGILIVSVLFQSYQISSRLMAQEGQRTSVQTSSLIQSLFDFRLTALKIHQDSTAK 80
NTDB id 1164 A1552VC RS18025 WP 001026306.1 MNIRPSQIKHKQRIASFITHAVVVVMGVLIVSVLFQSYQISSRLMAQEGQRTSVQTSSLIQSLFDFRLAALRIHQDSTAK 80
consensus !!!!!!!!!!!!!!!!!!!!!!!* !!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!*!!!!!!!!

logo NASL INRALDVSRDQASSQRLDEFFSSVDELELSNAPDLRF I SSHNDNTI LWDDGNASFYGIAQTQELNKL IRRVAI SGNWHLVQMTPS
NTDB id 343673 EPB59 RS14960 WP 154173565.1 NASLIRALDSRQASQLDEFFSSVDELELSNAPDLRFISSNDTILWDDGNASFYGIATQELNKLIRRVAISGNWHLVQMPS 160
NTDB id 1164 A1552VC RS18025 WP 001026306.1 NASLINALVSRDSSRLDEFFSSVDELELSNAPDLRFISSHDNILWDDGNASFYGIAQQELNKLIRRVAISGNWHLVQTPS 160
consensus !!!!! !! !! ! !!!!!!!!!!!!!!!!!!!!!!!!*! !!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!! !!

logo

D
EGKSLVHYI

LLMVRRSSL I EASGTTGHQVMVGYLYVGIVLNDNFALLENTIRSGSNSENLVLAVVDSTTPLVSTLKGNEPYSLDYVVHSAK
NTDB id 343673 EPB59 RS14960 WP 154173565.1 DGKSLYLLVRRSSLIESTTGHVMGYLYVGIVLNDNFALLETIRSGSNSENLVLVVDSTPLVSTLKGNEPYSLDYVVHSAK 240
NTDB id 1164 A1552VC RS18025 WP 001026306.1 EGKSVHILMRRSSLIEAGTGQVVGYLYVGIVLNDNFALLENIRSGSNSENLVLAVDTTPLVSTLKGNEPYSLDYVVHSAK 240
consensus *!!!***!*!!!!!!! !!*!*!!!!!!!!!!!!!!!!! !!!!!!!!!!!! !!*!!!!!!!!!!!!!!!!!!!!!!!

logo DAMRDSF IVGQTFLEVESVPTYLCVYS IQTNQNVLTLRDNFYFWMAFAL IVSTMIGVS IMASRWWLQKR IQRE I ETLMNYTHK
NTDB id 343673 EPB59 RS14960 WP 154173565.1 DAMRDSFIVGQTFLEVESVPTYLCVYSIQTNQNVLTLRDNFYFWMAFALVTMIGVSMASRWWLQKRIQREIETLMNYTHK 320
NTDB id 1164 A1552VC RS18025 WP 001026306.1 DAMRDSFIVGQTFLEVESVPTYLCVYSIQTNQNVLTLRDNFYFWMAFALISMIGVSIASRWWLQKRIQREIETLMNYTHK 320
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!**!!!!!*!!!!!!!!!!!!!!!!!!!!!!!

logo LMDLDTKSEQFAIGSKIYEFDYFGRTLEQSFRRLANKEKQFEDLFNFALSPTMLWNTASGRL IRMNPSAQIQFLREDAQNHFL
NTDB id 343673 EPB59 RS14960 WP 154173565.1 LMDLDTKSQFAGSKIYEFDYFGRTLEQSFRRLANKEKQFEDLFNFALSPTMLWNTAGRLIRMNPSAQIQFLREDAQNHFL 400
NTDB id 1164 A1552VC RS18025 WP 001026306.1 LMDLDTKSEFIGSKIYEFDYFGRTLEQSFRRLANKEKQFEDLFNFALSPTMLWNTSGRLIRMNPSAQIQFLREDAQNHFL 400
consensus !!!!!!!! ! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!

logo FE I LEKRQLLPMTITNYAVAQGKNNPSDEVTTEVDGRVYRWNLSP IMVEGQI I S IV ITQGQDI
VTSTIAEAEKQSQAVARREAEESARVR

NTDB id 343673 EPB59 RS14960 WP 154173565.1 FEILEKQLLPMITYVAQGKNPSEVTTEVDGRVYRWNLSPIMVEGQIISVITQGQDVTSIAEAEKQSQVARREAEESARVR 480
NTDB id 1164 A1552VC RS18025 WP 001026306.1 FEILERQLLPTITNAAQGNNPSDVTTEVDGRVYRWNLSPIMVEGQIISIITQGQDITTIAEAEKQSQAARREAEESARVR 480
consensus !!!!!*!!!! !! !!! !!!*!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!*!*!!!!!!!!! !!!!!!!!!!!!

logo AEFLAKMSHELRTPLNGVLGVSQLLKRTPSLNTDEQREHVAVLCSSGEHLLAVLNDI LDFSRLEQGKFR IQKNEFPRLKQELVC
NTDB id 343673 EPB59 RS14960 WP 154173565.1 AEFLAKMSHELRTPLNGVLGVSQLLKRTSLTDEQREHVAVLCSSGEHLLAVLNDILDFSRLEQGKFRIQKNEFPLQELVC 560
NTDB id 1164 A1552VC RS18025 WP 001026306.1 AEFLAKMSHELRTPLNGVLGVSQLLKRTPLNDEQREHVAVLCSSGEHLLAVLNDILDFSRLEQGKFRIQKNEFRLKELVC 560
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!*! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*! !!!!



logo AIDR IYRPLCNDEKGLEQL IVVNSNITRTASATI
MVRSDQIR INQI LFNLLNNAIKFTHQGS IVRVELEQL IMEVGDEPLAQLVIQVI

VDTGI
NTDB id 343673 EPB59 RS14960 WP 154173565.1 AIDRIYRPLCNDKGLQLIVNSNITRSTMVRSDQIRINQILFNLLNNAIKFTHQGSVRVELELMVGEPLAQLVIQVIDTGI 640
NTDB id 1164 A1552VC RS18025 WP 001026306.1 AIDRIYRPLCNEKGLELVVNSNITTAAIVRSDQIRINQILFNLLNNAIKFTHQGSIRVELQLIEGDPLAQLVIQVVDTGI 640
consensus !!!!!!!!!!!*!!! !*!!!!!! *!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!! !* !*!!!!!!!!!*!!!!

logo GIREQDLMTVI FEPFMQAESTTTREYGGSGLGLTIVHSLVEMLSGQLHVSSEYGI
VGTRFE IQLP I ELVEKVPVDEAPAPQPQLPLLPALP

NTDB id 343673 EPB59 RS14960 WP 154173565.1 GIREQDMTVIFEPFMQAESTTTREYGGSGLGLTIVHSLVEMLSGQLHVSSEYGVGTRFEIQLPIELVEVVEPAQPPLLLP 720
NTDB id 1164 A1552VC RS18025 WP 001026306.1 GIREQDLTVIFEPFMQAESTTTREYGGSGLGLTIVHSLVEMLSGQLHVSSEYGIGTRFEIQLPIELVEKPDAPQQLLPAP 720
consensus !!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!! ****!**!* !

logo DPHQPRLFDKPTLRVLLVEDNHTNAF IAQAFCRKYGLDVSWVTDGLQAI EELKI
LHDRYDLVLMDNQLPYLDGVETTRTIKKQVLH

NTDB id 343673 EPB59 RS14960 WP 154173565.1 DPHRLFDKPLRVLLVEDNHTNAFIAQAFCRKYGLDVSWVTDGLQAIEELKLHRYDLVLMDNQLPYLDGVETTRTIKQVLH 800
NTDB id 1164 A1552VC RS18025 WP 001026306.1 DPQPLFDKTLRVLLVEDNHTNAFIAQAFCRKYGLDVSWVTDGLQAIEELKIHDYDLVLMDNQLPYLDGVETTRTIKKVLH 800
consensus !!**!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*! !!!!!!!!!!!!!!!!!!!!!!! !!!

logo LPTVVVYACTADGLEETRQAFFHAGAEYVLVKPLKEQTLHKALEHFKHNHQHGLHQKQANASGSLNN
NTDB id 343673 EPB59 RS14960 WP 154173565.1 LPTVVYACTADGLEETRQAFFHAGAEYVLVKPLKEQTLHKALEHFKNQHLHQASSN. 856
NTDB id 1164 A1552VC RS18025 WP 001026306.1 LPVVVYACTADGLEETRQAFFHAGAEYVLVKPLKEQTLHKALEHFKHHHGQKNAGLN 857
consensus !! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!**! * *
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