
logo MI
T
A
VSMDVIKKRVYQYAEPNLSLVGWMGMLGFPAYYF IWEYWFPQSVYENLGLRCAAAVLFGSGLAVFRDGSFMPKKWQRYMPGHYFL

NTDB id 343670 EPB59 RS13955 WP 154173344.1 MTASMDVIKKVYQYAEPNLSLVGWMGMLGFPAYYFIWEYWFPQVYENLGLRCAAAVLFSGLAFRGSFPKKWQRYMPHYFL 80
NTDB id 1162 A1552VC RS17020 WP 001882375.1 MIVSMDVIKRVYQYAEPNLSLVGWMGMLGFPAYYFIWEYWFPQSYENLGLRCAAAVLFGGLVFRDSMPKKWQRYMPGYFL 80
consensus ! !!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!! !! !! ! !!!!!!!!!*!!!

logo

F
LTIGFCLPFFFACFMMLMNDWSTIWAMSFMAS I FLHI LLVHDTKRVMALQAI

LFSVLMVAYLAVYGFLTDFHRPSTTL I EWPQYIP I
VF

NTDB id 343670 EPB59 RS13955 WP 154173344.1 LTIGFCLPFFFCFMMLMNDWSTIWAMSFMASIFLHILLVHDTKVMALQAIFSVLMAYLAVYGFTDFRPSTLIEWPYIPVF 160
NTDB id 1162 A1552VC RS17020 WP 001882375.1 FTIGFCLPFFFAFMMLMNDWSTIWAMSFMASIFLHILLVHDTRVMALQALFSVLVAYLAVYGLTDFHPTTLIEWQYIPIF 160
consensus !!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!*!!!!*!!!!!!! !!!*!*!!!!!*!!!*!

logo LFTYVFGNLCFFRNQI SHETKVS IAKTFGAGIAHEMRNPLSALKTS IDVI
VRTMIPKPQATAAHQSTADYPSLDAQELDLLHQI LN

NTDB id 343670 EPB59 RS13955 WP 154173344.1 LFTYVFGNLCFFRNQISHETKVSIAKTFGAGIAHEMRNPLSALKTSIDVIRTMIPKPQAAAQSAYPLDAQELDLLHQILN 240
NTDB id 1162 A1552VC RS17020 WP 001882375.1 LFTYVFGNLCFFRNQISHETKVSIAKTFGAGIAHEMRNPLSALKTSIDVVRTMIPKPQTAAHTDYSLDAQELDLLHQILN 240
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!! !!** !*!!!!!!!!!!!!!!

logo EADDEVIYSGNNATIDLLLTS IDENRVSPTASFKKHYPSAVAVDVI EKALVKTFPYKNAVADQHASVEQLEVHIQPFDFFGSDTLLSTYALFN
NTDB id 343670 EPB59 RS13955 WP 154173344.1 EADEVIYSGNNTIDLLLTSIDENRVSTASFKKYPAADVIEKALKTFPYKNVADQHAVQLEVIQPFDFFGSDTLLSYALFN 320
NTDB id 1162 A1552VC RS17020 WP 001882375.1 EADDVIYSGNNAIDLLLTSIDENRVSPASFKKHSVVDVIEKAVKTFPYKNAADQHSVELEVHQPFDFFGSDTLLTYALFN 320
consensus !!!*!!!!!!! !!!!!!!!!!!!!!*!!!!!** !!!!!!*!!!!!!! !!!! ! !!!*!!!!!!!!!!!!*!!!!!

logo LLKNAFYYQKEHQFSVCR IQS I EQSTDSECHNL IKRVRDNGVGIAPSEMLEDI FRDFYTFGKNGSYGLGLPFCRKVMS
TAFGGSTIRCAFS

NTDB id 343670 EPB59 RS13955 WP 154173344.1 LLKNAFYYQKEQFSVRIQIEQSDECNLIKVRDNGVGIASEMLEDIFRDFYTFGKNGSYGLGLPFCRKVMTAFGGSIRCFS 400
NTDB id 1162 A1552VC RS17020 WP 001882375.1 LLKNAFYYQKEHFSVCISIEQTSEHNLIRVRDNGVGIAPEMLEDIFRDFYTFGKNGSYGLGLPFCRKVMSAFGGTIRCAS 400
consensus !!!!!!!!!!!*!!!*! !!!* ! !!!*!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!*!!! !

logo QQGEQWTEFVLASFPRYDSDTVVNQDE IKSTDELLKSTKSL IY IGSNQAIVRELNQLALVEDEFGKFTAI SAQVQAVKRRQDYEFEFDL I LL
NTDB id 343670 EPB59 RS13955 WP 154173344.1 QQGEWTEFVLAFPRYDSDVVQDIKSDLLKSKSLIYIGSNQAIVRELNQLALEDEFKFTAISAVQAVKRQDYEFEFDLILL 480
NTDB id 1162 A1552VC RS17020 WP 001882375.1 QQGQWTEFVLSFPRYDSDTVNEIKTELLKTKSLIYIGSNQAIVRELNQLAVEDEFGFTAISAQQAVRRQDYEFEFDLILL 480
consensus !!! !!!!!! !!!!!!! !**!!**!!!*!!!!!!!!!!!!!!!!!!!!*!!!! !!!!!! !!!*!!!!!!!!!!!!!

logo DLDDEATAQGELLPKLEGTLSFAEGC IGYVYDPAGKETYAVNINRYLHR IQP I S IHAS IVLRKPRKS I IDERLLFEQDESLLSMNRNAVIP
NTDB id 343670 EPB59 RS13955 WP 154173344.1 DLDEATAQGELLPKLEGTLSFAEGCIGYVYDPAKEYAVNINRYLHIQPISIHAVLRKPRSIIDRLLFEQDSLLMNRNAIP 560
NTDB id 1162 A1552VC RS17020 WP 001882375.1 DLDDATAQGELLPKLEGTLSFAEGCIGYVYDPGKTYAVNINRYLRIQPISIHSILRKPRKIIERLLFEQESLSMNRNVIP 560
consensus !!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!*! !!!!!!!!!*!!!!!!! *!!!!! !!*!!!!!!*!! !!!! !!



logo

L
VQKSRHERR I LVVDDNQS IRTFTAS I LLEQQGYEVI

VQANDGSEVLKTHMDEESHQANIDLVLMDI EMPNVGGLEATHRL IRNSSDEHRAEY
NTDB id 343670 EPB59 RS13955 WP 154173344.1 VQKSRHERRILVVDDNQSIRTFTSILLEQQGYEVIQANDGSEVLTHMDEHAIDLVLMDIEMPNVGGLEATHLIRSSDRAY 640
NTDB id 1162 A1552VC RS17020 WP 001882375.1 LQKSRHERRILVVDDNQSIRTFTAILLEQQGYEVVQANDGSEVLKHMESQNIDLVLMDIEMPNVGGLEATRLIRNSEHEY 640
consensus *!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!*!!!!!!!!! !!* * !!!!!!!!!!!!!!!!!!!*!!! !** !

logo KNI
VP I IGYTGDNSPKTLAL IVQTSGMNDF IVKPADRDVLLNKVAAWV

NTDB id 343670 EPB59 RS13955 WP 154173344.1 KNVPIIGYTGDNSPKTLALIQTSGMNDFIVKPADRDVLLNKVAAWV 686
NTDB id 1162 A1552VC RS17020 WP 001882375.1 KNIPIIGYTGDNSPKTLALVQTSGMNDFIVKPADRDVLLNKVAAWV 686
consensus !!*!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!

X non conserved

X similar

X ≥ 50% conserved


