
logo MRLCPRFSLDLLVKVKKLVNFVTLGFSCHLSPATHAGSWRASPQTSFITEKSNATL IMFRFYRKQKFKRLQNTLMAAFLALS I IPLTIT
NTDB id 343653 EPB59 RS09700 WP 195706978.1 MRLCPRFSLDLLVKVKKLVNFVTLGFSCHSPAHGSRAPTSITKSNALIMFRFYRKQKFKRLQNTLMAAFLALSIIPLTIT 80
NTDB id 1143 A1552VC RS01965 WP 001883436.1 MRLCPRFSLDLLVKVKKLVNFVTLGFSCLSPTHAWRSPQSFTESNTLIMFRFYRKQKFKRLQNTLMAAFLALSIIPLTIT 80
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!*!! !* ! ! ! ! !! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo ALFFLHSHSKDLEEQQSTSYLVSVRDNTKQQQVIDYMMAKESEVMGFVRSELAYASGGRFYGLVNAFQRLDVS I EAAREHAQ
NTDB id 343653 EPB59 RS09700 WP 195706978.1 ALFFLHSHSKDLEEQSTSYLVSVRDTKQQQVIDYMMAKESEVMGFVRSELAYASGGRFYGLVNAFQRLDVSIEAAREHAQ 160
NTDB id 1143 A1552VC RS01965 WP 001883436.1 ALFFLHSHSKDLEQQSTSYLVSVRDNKQQQVIDYMMAKESEVMGFVRSELAYASGGRFYGLVNAFQRLDVSIEAAREHAQ 160
consensus !!!!!!!!!!!!! !!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo QRYIPTGSGDQIKTSVLPQSSGSYVGSERYRLLHKRYHWAFYLELLKRSDFDDI LLVDIDEGNVVYS IYKYDNFGTNLLTGKYQ
NTDB id 343653 EPB59 RS09700 WP 195706978.1 QRYIPGSGDQIKTSVLPQSSGYVGSERYRLLHKRYHWAFLELLKRSDFDDILLVDIEGNVVYSIYKYDNFGTNLLTGKYQ 240
NTDB id 1143 A1552VC RS01965 WP 001883436.1 QRYITGSGDQIKTSVLPQSSSYVGSERYRLLHKRYHWAYLELLKRSDFDDILLVDIDGNVVYSIYKYDNFGTNLLTGKYQ 240
consensus !!!!*!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!

logo DATNLGHTFKRLEQTVNEQRKTNEDFTPVVI SDFVEQEDGKQYAWLGAP I IQQGYLHSYAMFRLPSNAITKL IADEGNSNSNPSM
NTDB id 343653 EPB59 RS09700 WP 195706978.1 DANLGHTFKRLEQTVNEQRKTNEDFTPVVISDFVEEDGKQYAWLGAPIIQQGYLHSYAMFRLPSNAITKLIADGNNNPSM 320
NTDB id 1143 A1552VC RS01965 WP 001883436.1 DTNLGHTFKRLEQTVNEQRKTNEDFTPVVISDFVQEDGKQYAWLGAPIIQQGYLHSYAMFRLPSNAITKLIAEGSSNPSM 320
consensus ! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*! !!!!

logo QTI LVGQDHLRSRTLTSAE IAVEKSKAQVVDELALSGKRASVGTYTNTDGEQI
V IAAYAP INLKNS IHWALVVELPEKEAFARVRQ

NTDB id 343653 EPB59 RS09700 WP 195706978.1 QTILVGQDLRSRTLTSAEIAVEKSKQVVELALSGKRSVGTYTNTDGEQVIAAYAPINLKSIHWALVVELPEKEAFARVRQ 400
NTDB id 1143 A1552VC RS01965 WP 001883436.1 QTILVGQDHRSRTLTSAEIAVEKSKAVVDLALSGKRAVGTYTNTDGEQIIAAYAPINLKNIHWALVVELPEKEAFARVRQ 400
consensus !!!!!!!!*!!!!!!!!!!!!!!!! !!*!!!!!!! !!!!!!!!!!!*!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!

logo LEKLFVFAMLTAIVLVVIASHYLSNF ITASPLLKLTWAAERVSAGDLDEAMINTERKDE IGRLAVSFERMQRS IREKI SL I
NTDB id 343653 EPB59 RS09700 WP 195706978.1 LEKLFVFAMLTAIVLVVIASHYLSNFITAPLLKLTWAAERVSAGDLDEAMINTERKDEIGRLAVSFERMQRSIREKISLI 480
NTDB id 1143 A1552VC RS01965 WP 001883436.1 LEKLFVFAMLTAIVLVVIASHYLSNFITSPLLKLTWAAERVSAGDLDEAMINTERKDEIGRLAVSFERMQRSIREKISLI 480
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo KSQNKELESNLL I IRKQNDELQLANKLKDEFLATTSHELRTPLHGMIG IAEAL IVSGANGP I
L
S
TAAHKYQLDI I I SSGQRLA

NTDB id 343653 EPB59 RS09700 WP 195706978.1 KSQNKELESNLLIIRKQNDELQLANKLKDEFLATTSHELRTPLHGMIGIAEALVSGANGPLTAAHKYQLDIIISSGQRLA 560
NTDB id 1143 A1552VC RS01965 WP 001883436.1 KSQNKELESNLLIIRKQNDELQLANKLKDEFLATTSHELRTPLHGMIGIAEALISGANGPISAAHKYQLDIIISSGQRLA 560
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!**!!!!!!!!!!!!!!!!!!



logo TLVDDLLDYHKMRYGALDIQKRCAVDLSSATRLVLELSHHLLGKKTLR I INQVPSELQPVWVSADPQRLEQVLYNL IGNAIKY
NTDB id 343653 EPB59 RS09700 WP 195706978.1 TLVDDLLDYHKMRYGALDIQKCAVDLSSATRLVLELSHHLLGKKTLRIINQVPELPVWVSADPQRLEQVLYNLIGNAIKY 640
NTDB id 1143 A1552VC RS01965 WP 001883436.1 TLVDDLLDYHKMRYGALDIQRCAVDLSSATRLVLELSHHLLGKKTLRIINQVSEQPVWVSADPQRLEQVLYNLIGNAIKY 640
consensus !!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*! !!!!!!!!!!!!!!!!!!!!!!!!!

logo TSEGKIV I SATYI
MDDKI

VRVQVVDTGQGIPAEQLEHQI FEPL IQAGHRDASRYRQGAGLGLS I SRQL I ELMHNGTLYVSSQPMV
NTDB id 343653 EPB59 RS09700 WP 195706978.1 TSEGKIVISATYMDDKIRVQVVDTGQGIPAEQLEQIFEPLIQAGRDASRYRQGAGLGLSISRQLIELMNGTLYVSSQPMV 720
NTDB id 1143 A1552VC RS01965 WP 001883436.1 TSEGKIVISATYIDDKVRVQVVDTGQGIPAEQLEHIFEPLIQAGHDASRYRQGAGLGLSISRQLIELMHGTLYVSSQPMV 720
consensus !!!!!!!!!!!!*!!!*!!!!!!!!!!!!!!!!!*!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!

logo GTTFSFTLPLASTEQDEE IAQARLTELPHFQAPEVLDASELPEQSNTLPENEHGPLLLVADDEPVNLRVLDSFLRLEGYRVHTAVQ
NTDB id 343653 EPB59 RS09700 WP 195706978.1 GTTFSFTLPLATQDEIAQARLTELPHFQAPEVLDAELPEQSTLPENEHGPLLLVADDEPVNLRVLDSFLRLEGYRVHTVQ 800
NTDB id 1143 A1552VC RS01965 WP 001883436.1 GTTFSFTLPLASEEEIAQARLTELPHFQAPEVLDSELPEQSNLPENEHGPLLLVADDEPVNLRVLDSFLRLEGYRVHTAQ 800
consensus !!!!!!!!!!!* *!!!!!!!!!!!!!!!!!!!! !!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !

logo DGHEQVLEAI
VKREKPELLVLLDIMMPGMSGYQVCEKLRQSTYDHAELP I IMLTALNQSDDRVRGFEAGANDYLSKPFNKQELA

NTDB id 343653 EPB59 RS09700 WP 195706978.1 DGHEVLEAVKREKPELLLLDIMMPGMSGYQVCEKLRQSYDHAELPIIMLTALNQSDDRVRGFEAGANDYLSKPFNKQELA 880
NTDB id 1143 A1552VC RS01965 WP 001883436.1 DGHQVLEAIKREKPELVLLDIMMPGMSGYQVCEKLRQTYDHAELPIIMLTALNQSDDRVRGFEAGANDYLSKPFNKQELA 880
consensus !!! !!!!*!!!!!!!*!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo AR IVAHLTASKAELRR I ENAQLQKELKHRAMVEASLLETQGRLLEQLESAPEAI LCVKEGNKI
VRFANEAAASRLFRRTPEQ

NTDB id 343653 EPB59 RS09700 WP 195706978.1 ARIVAHLTASKAELRRIENAQLQKELKHRAMVEASLLETQGRLLEQLESAPEAILCVKEGNKIRFANEAASRLFRRTPEQ 960
NTDB id 1143 A1552VC RS01965 WP 001883436.1 ARIVAHLTASKAELRRIENAQLQKELKHRAMVEASLLETQGRLLEQLESAPEAILCVKEGNKVRFANEAAARLFRRTPEQ 960
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!! !!!!!!!!!

logo LKRSNAEEL IAPKFYLNIDEQEHYCGNIDVYVDDVRQHLSADVLRLPEQGSGLQAMYI FNVGGS IVNAAR IHYNLETAVEALSSY
NTDB id 343653 EPB59 RS09700 WP 195706978.1 LKRSNAEELIAPKYLNIDQEHYCGNIDVYVDDVRQHLSADVLRLPEGSGLQAMYIFNVGGSINAARIYNLETAVEALSSY 1040
NTDB id 1143 A1552VC RS01965 WP 001883436.1 LKRSNAEELIAPKFLNIEQEHYCGNIDVYVDDVRQHLSADVLRLPQGSGLQAMYIFNVGGSVNAARIHNLETAVEALSSY 1040
consensus !!!!!!!!!!!!!*!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!*!!!!!*!!!!!!!!!!!!

logo AFEGDKDKLQKQLKELGGEFTRLADKASGEYQSKQDLMRASVLVEAMTSALDNYWERVSGQSKFTFAEQSGLWRVYLDRSTLQ
NTDB id 343653 EPB59 RS09700 WP 195706978.1 AFEGDKDKLQQLKELGGEFTRLADKASGEYQSKQDLMRSVLVEAMTSALDYWERVSGQSKFTFAEQSGLWRVYLDRSTLQ 1120
NTDB id 1143 A1552VC RS01965 WP 001883436.1 AFEGDKDKLQKLKELGGEFTRLADKASGEYQSKQDLMRAVLVEAMTSALNYWERVSGQSKFTFAEQSGLWRVYLDRSTLQ 1120
consensus !!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!



logo TRTLDKYLR I ETLPKTPRWRTVLNSLDYI LEHCKEASGSPDERTHI EMQRDKLQKLLTSE
NTDB id 343653 EPB59 RS09700 WP 195706978.1 TRTLDKYLRIETLPKTPRWRTVLNSLDYILEHCKESSPDRTHIEMQRDKLQKLLTSE 1177
NTDB id 1143 A1552VC RS01965 WP 001883436.1 TRTLDKYLRIETLPKTPRWRTVLNSLDYILEHCKEAGPERTHIEMQRDKLQKLLTSE 1177
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !*!!!!!!!!!!!!!!!!!!
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