
logo MQQEHQPTFFFFDYETWGVNPAKDRPSQFAGVRTDMDFNI IGEPLVIYCQLPNDYLPAPEAAL ITGITPQKANSHQGLASEP
NTDB id 343647 EPB59 RS06845 WP 154172001.1 MQQEHQPTFFFFDYETWGVNPAKDRPSQFAGVRTDMDFNIIGEPLVIYCQLPNDYLPAPEAALITGITPQKANSHGLSEP 80
NTDB id 1141 GTF74 RS08270 WP 001183680.1 MQQEHQPTFFFFDYETWGVNPAKDRPSQFAGVRTDMDFNIIGEPLVIYCQLPNDYLPAPEAALITGITPQKANSQGLAEP 80
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!! !!

logo EF IAR IHAELSTPNTI
T
N
SLGYNS IRFDDEVTRYTCYRNF IDPYAWSWQHGNSRWDLLDVI

LRACHALRPEGI
MEWPENDEDGFT

NTDB id 343647 EPB59 RS06845 WP 154172001.1 EFIARIHAELSTPNTTSLGYNSIRFDDEVTRYTCYRNFIDPYAWSWQHGNSRWDLLDVIRACHALRPEGMEWPENEDGFT 160
NTDB id 1141 GTF74 RS08270 WP 001183680.1 EFIARIHAELSTPNTINLGYNSIRFDDEVTRYTCYRNFIDPYAWSWQHGNSRWDLLDVLRACHALRPEGIEWPENDDGFT 160
consensus !!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!*!!!!!*!!!!

logo SFKLEHLSVANGI EHSNAHDAMADVIATI ELAKKLVKAAQPKLFDYFFNTMRHKRKLTEL IDIVNQTPLMHVSGMLGRERHQY
NTDB id 343647 EPB59 RS06845 WP 154172001.1 SFKLEHLSVANGIEHSNAHDAMADVIATIELAKKLKAAQPKLFDYFFNMRHKRKLTELIDIVNQTPLMHVSGMLGRERQY 240
NTDB id 1141 GTF74 RS08270 WP 001183680.1 SFKLEHLSVANGIEHSNAHDAMADVIATIELAKKVKAAQPKLFDYFFTMRHKRKLTELIDIVNQTPLMHVSGMLGRERHY 240
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!

logo TSWIVP IAWHPTNQNAVIVVDLGKDPQPLLDELDAEATLQARLYTRYEDLAPDELP I
VPVKLVHLNKCP I LAPAKTLTAENAEQ

NTDB id 343647 EPB59 RS06845 WP 154172001.1 TSWIVPIAWHPTNQNAVIVVDLGKDPQPLLDLDAEALQARLYTRYEDLAPDELPIPVKLVHLNKCPILAPAKTLTAENAE 320
NTDB id 1141 GTF74 RS08270 WP 001183680.1 TSWIVPIAWHPTNQNAVIVVDLGKDPQPLLELDAETLQARLYTRYEDLAPDELPVPVKLVHLNKCPILAPAKTLTAENAQ 320
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!! !!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!

logo KIG IDREQCLAHLNVIRQHPE IREKLVSTVFSQEREFANKQENSDNVDSQLYADGFFSPADRAAMDE I IRTTAPENLGNSLADIKRVADK
NTDB id 343647 EPB59 RS06845 WP 154172001.1 KIGIDREQCLAHLNVIRQHPEIREKLVSVFSQEREFAKENNVDSQLYDGFFSPADRAAMDIIRTTAPENLGNLDIKVADK 400
NTDB id 1141 GTF74 RS08270 WP 001183680.1 KIGIDREQCLAHLNVIRQHPEIREKLVTVFSQEREFNQESDVDSQLYAGFFSPADRAAMEIIRTTAPENLGSLAIRVADK 400
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!! ! !!!!!! !!!!!!!!!!!*!!!!!!!!!!! ! !*!!!!

logo R I EPLLFRYRARHYPHTLTDATEQRRWAAHCRDYFERNLEGSYMLNLENLVHEHQADPKKMAI LKSVYHYVEKLAC
NTDB id 343647 EPB59 RS06845 WP 154172001.1 RIEPLLFRYRARHYPHTLTDAEQRRWAAHCRDYFERNLESYMLNLENLVHEHQADPKKMAILKSVYHYVEKLAC 474
NTDB id 1141 GTF74 RS08270 WP 001183680.1 RIEPLLFRYRARHYPHTLTDTEQRRWAAHCRDYFERNLEGYMLNLENLVHEHQADPKKMAILKSVYHYVEKLAC 474
consensus !!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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