
logo MFRTLLYGSCFLLNI
L
I
L
F
IPSLVLALDKSMS IVFYPLP IQEQGKVIVAQNLYLGSTDGGIWMVHDVHGKVMYFDGQNI

VLPRRGSVLP
NTDB id 343640 EPB59 RS03105 WP 195707088.1 MFRTLLYSFLLNLIFPSLVLALDKSMSVFYPLPIQEQGKVIVAQNLYLGTDGGIWMHDVHGKVMYFDGQNILPRRGSVLP 80
NTDB id 1151 GTF74 RS04205 WP 001911421.1 MFRTLLYGCLLNILIPSLVLALDKSMSIFYPLPIQEQGKVIVAQNLYLGSDGGIWVHDVHGKVMYFDGQNVLPRRGSVLP 80
consensus !!!!!!! *!!!** !!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!*!!!!!*!!!!!!!!!!!!!!*!!!!!!!!!

logo QLTSSHIVYANSAFWATFEQHELFRTYPAGGEHKRELMLSLTPGTQI INQI
MGASSNGMIWMTVDGNDENFYSYE IRSGRVESSTLSLHELYQ

NTDB id 343640 EPB59 RS03105 WP 195707088.1 QTSSHIVYANSAFWTFEQHELFRTYPAGHKELMLSLTPGTQINQIGSSNGMIWMTDNDNFYSYEIRSGRVSTLSLHELYQ 160
NTDB id 1151 GTF74 RS04205 WP 001911421.1 QLSSHIVYANSAFWAFEQHELFRTYPGGERELMLSLTPGTQIIQMGASNGMIWMVDGENFYSYEIRSGRVESLSLHELYQ 160
consensus ! !!!!!!!!!!!! !!!!!!!!!!!*!**!!!!!!!!!!!! !*! !!!!!!! ! *!!!!!!!!!!!! *!!!!!!!!

logo LNSASKTVVINDAQFLVSKWALATNVGVYLSDEQGFASHVKKNSGKHF IVQKLYFSHKRRELLVGSKRGAL IV IDI ENKRPSLPLPDR
NTDB id 343640 EPB59 RS03105 WP 195707088.1 LNSASTVVINDAQFLVSKWALATNVGVYLSDEQGFSHVKKSGKHFVQKLYFSHKRRELLVGSKRGALIIDIENKRSLPDR 240
NTDB id 1151 GTF74 RS04205 WP 001911421.1 LNSASKVVINDAQFLVSKWALATNVGVYLSDEQGFAHVKNSGKHFIQKLYFSHKRRELLVGSKRGALVIDIENKRPPLDR 240
consensus !!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!! !!!!!*!!!!!!!!!!!!!!!!!!!!!*!!!!!!!***!!

logo IGSSHVLS IAETEKEYWI
VGTEDEGLFYVYSF ITGKI

VVQLENSNNSNQDNEGYALLGKKIYAMVNDFQGGMWIAGTDKGI
VFYYSLFGQQ

NTDB id 343640 EPB59 RS03105 WP 195707088.1 IGSSHVLSIAETEKEYWVGTEEGLYVYSFITGKVVQLENNSNNEYALLGKKIYAMVNDFQGGMWIATDKGVFYYSLFGQQ 320
NTDB id 1151 GTF74 RS04205 WP 001911421.1 IGSSHVLSIAETEKEYWIGTEDGLFVYSFITGKIVQLESNNQDGYALLGKKIYAMVNDFQGGMWIGTDKGIFYYSLFGQQ 320
consensus !!!!!!!!!!!!!!!!!*!!!*!!*!!!!!!!!*!!!! ! * !!!!!!!!!!!!!!!!!!!!!*!!!!*!!!!!!!!!

logo FTRYPATQALSNDGSKATPQIGSKIAKALNSDGDYLAITAQQGLYNFNFVASDDELRKHL IYPGKI
VNDFAVIANGQEHNI

LW IATDEKGLAVRYNL
NTDB id 343640 EPB59 RS03105 WP 195707088.1 FTRYPTQALSNDGSKAQISKIKALNSDGDYLAITQQGLYNFNVADDLRKHLIYPGKINDFAINGENIWIATDKGLARYNL 400
NTDB id 1151 GTF74 RS04205 WP 001911421.1 FTRYPAQALSNDGSKTPIGKIAALNSDGDYLAITAQGLYNFNFSDELRKHLIYPGKVNDFVIAQEHLWIATEKGLVRYNL 400
consensus !!!!! !!!!!!!!! *! !! !!!!!!!!!!!! !!!!!!! !*!!!!!!!!!!*!!! ! !**!!!!*!!! !!!!

logo SRRS IDTPHNLPLAPLLQTAS IVEQHLSTI
LDGSDSGNLWGSTSDNHYQIWSYS IL ISEQKQNSFYRVDYGSEWI

MVKAQFSPSR ITLLAAVEKDQGIV IGTE
NTDB id 343640 EPB59 RS03105 WP 195707088.1 SRRSIDTPHLPLALLQTSVEHLTIDGSGNLWGSSNHQIWSYSIIQQSFVDYGSEWIVKQFSPSRITLLAAVEQGIVIGTE 480
NTDB id 1151 GTF74 RS04205 WP 001911421.1 SRRSIDTPNLPLPLLQTAIQHLSLDSDGNLWGTSDYQIWSYSLSEKNYRDYGSEWMVKAFSPSRITLLAAVKDGIVIGTE 480
consensus !!!!!!!!*!!!*!!!! * !!**! !!!!!*! *!!!!!!* * !!!!!!*!! !!!!!!!!!!!! !!!!!!!

logo HGAYSLFLEGKQIRFDFSSHRYGE I LVQVAEQDNASLSGDHI
VWI

L
I
VGASYGVFLQWHRKDKQPEAVPTVEL I EENIQPLC IAESKQGMWFL I SSTKQ

NTDB id 343640 EPB59 RS03105 WP 195707088.1 HGAYSLFGKQIRFDFSSHRYGEIVQVAQNALGDVWIIGAYGVFLWHKDKPEAVPVELIEENIQPLCIAESKQGMWFISSQ 560
NTDB id 1151 GTF74 RS04205 WP 001911421.1 HGAYSLLEKQIRFDFSSHRYGEILQVAEDSSGHIWLVGSYGVFQWRKDQPEAVTVELIEENIQPLCIAESKQGMWLISTK 560
consensus !!!!!! !!!!!!!!!!!!!!!*!!! !**!**! !!!! !*!! !!!!*!!!!!!!!!!!!!!!!!!!!! !!*



logo GI SHYYRSDNQGEQLNTKHNFYGSAPYGL I SHNEFLPSASCAVGEEKQDENSSSL IV IGSQFLGI
VVKTVNTEELAVSNLPNIQVMTFSQVSVNHRTPTK

NTDB id 343640 EPB59 RS03105 WP 195707088.1 GISHYSDQGQLNKNYSAPYGLISHEFLPASCAVGEEKESSSLVIGSQLGIVKVNTEELAVSNLPNIQVMFSQVSVNHRPK 640
NTDB id 1151 GTF74 RS04205 WP 001911421.1 GISYYRNQ.ELTKHFGAPYGLISNEFLSASCAVGEEQDNSSLIIGSQFGVVKTNTEELAVSNLPNIQVTFSQVSVNHTTK 639
consensus !!!*! !* ! !** !!!!!!!*!!!*!!!!!!!! * !!!*!!!! !*!! !!!!!!!!!!!!!!! !!!!!!!! *!

logo LLGYRMTPSEHPLKIANYGDAS I SFQFGALPSASRSQSLEYKLNDDEQQWQRFDWATLLNSFDKQLLPGKYRLKVRSANPTQRYRTEALF
NTDB id 343640 EPB59 RS03105 WP 195707088.1 LLGYRTPHPLKINYGDAISFQFGALPSARSQSLEYKLNDDQQWQRFDWTLLSFDKLLPGKYRLKVRSANPTQRYRTEALF 720
NTDB id 1151 GTF74 RS04205 WP 001911421.1 LLGYRMSEPLKIAYGDSISFQFGALPSSRSQSLEYKLNDEQQWQRFDWALLNFDQLLPGKYRLKVRSANPTQRYRTEALF 719
consensus !!!!! **!!!! !!! !!!!!!!!!! !!!!!!!!!!!*!!!!!!!! !! !! !!!!!!!!!!!!!!!!!!!!!!!!!

logo DFEVLMEQPWYMTS IVAI
LVGYVLVASLVFLGVLLALVAFLWWRTRMI LVAGANRKLKAQVDELKTSQLRHQSKIVLSNNHQLRKQLQLHHNTI

LL
NTDB id 343640 EPB59 RS03105 WP 195707088.1 DFEVMEPWYMTSVAIVGYVVALFVLLAVAFWWRTRMIVGANRKLKAQVDLKTSQLRHQSKIVLSNNHQLRKQLQLHHNLL 800
NTDB id 1151 GTF74 RS04205 WP 001911421.1 DFEVLQPWYMTSIALVGYVLSVLGLLALALWWRTRMILAANRKLKAQVELKTSQLRHQSKIVLSNNHQLRKQLQLHHTIL 799
consensus !!!!* !!!!!!*!*!!!!* * !!!*! !!!!!!!**!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!! *!

logo GKNVLDENS IVDAPSLRHLSSYAKVRAGWNSEFDEAPFLNKVKQELAQLHFMHRGDAEDEESKFYHDLHLL I ESALKSWQEEYSKAAL IKL ITY
NTDB id 343640 EPB59 RS03105 WP 195707088.1 GKVLESVDPSLRHLSSYAKVRGWNEFDAPLNKVKQELAQLHFMHRGDAEESKFHDLHLLIESALKSWQEEYSKAAIKLIY 880
NTDB id 1151 GTF74 RS04205 WP 001911421.1 GNVLDNIDASLRHLSSYAKVRAWSEFEAPFNKVKQELAQLHFMHRGDEDESKYHDLHLLIESALKSWQEEYSKALIKLTY 879
consensus ! !!* *!*!!!!!!!!!!!!*! !!*!! !!!!!!!!!!!!!!!!! *!!!*!!!!!!!!!!!!!!!!!!!!! !!! !

logo

Q
SGEPTRF IVEVRQFNLDVLFNAI

VLTDAIKRLYKHYQELQTIQLEAVRDNAEQAVI
LVFSDFGASP IQNI

L
D
G
K
S
M
T
L
MVTLSTGFGSSTYPLEQEL IV I

S

NTDB id 343640 EPB59 RS03105 WP 195707088.1 QGETRFIEVRQFNLDVLFNAILTDAIKRLYKYQELQIQLEARDEQAVLVFSDFGSPIQNLGSMLVTLTGFGTYPLQELIS 960
NTDB id 1151 GTF74 RS04205 WP 001911421.1 SGEPRFVEVRQFNLDVLFNAVLTDAIKRLYKHQELTIQLEVRNAQAVIVFSDFGAPIQNIDKTMVTLSG.SSYPLEELVI 958
consensus !!*!!*!!!!!!!!!!!!!*!!!!!!!!!!*!!! !!!! ! !!!*!!!!!! !!!!* *!!!*!* *!!! !!*

logo RSGGEVLHRVFLAVLKERNVI ELAEWPLASTI
LPE I

LESTFIHKKQPEEGAGE I
Q
A
E
A
QKSVAGIDDEVEKEWLSKLVEKL I ELQHNYSDPNFTTSTAAQASLY

NTDB id 343640 EPB59 RS03105 WP 195707088.1 RSGGELRVFVLKERNVIELEWPLASIPEIESFKQ.EGAEIEQKSAIDDVEKEWLSKLEKLIEQNYSDPNFTTSTAAQSLY 1039
NTDB id 1151 GTF74 RS04205 WP 001911421.1 RSGGVLHVLALKERNVIELAWPLATLPELETIHKPEEGEQAAKVGIDEVEKEWLSKVEKLIELHYSDPNFTTSTAAQALY 1038
consensus !!!! !*! !!!!!!!!! !!!!**!!*!* * *! *! ! *!!*!!!!!!!!*!!!!! *!!!!!!!!!!!!! !!

logo VSERSLQRRFKAATGKTFKESLNEVRLEKACQSLLSGAKIAQVAFDCGFNDPSYFSQRFKHHFGLSPSQF I EDQENS
NTDB id 343640 EPB59 RS03105 WP 195707088.1 VSERSLQRRFKAATGKTFKESLNEVRLEKACQSLLSGAKIAQVAFDCGFNDPSYFSQRFKHHFGLSPSQFIEDQES 1115
NTDB id 1151 GTF74 RS04205 WP 001911421.1 VSERSLQRRFKAATGKTFKESLNEVRLEKACQSLLSGAKIAQVAFDCGFNDPSYFSQRFKHHFGLSPSQFIEDQEN 1114
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!



X non conserved

X similar

X ≥ 50% conserved


