
logo MF
LRTFLLYGCLLNI

L
I
L IPSLVLALDKSMS IVFYPLP IQEQGKRVIVAQNLYLGNSDGGIWVHDVHGKVMYFDGQNI

VLPRRGSVLP
NTDB id 343610 ET951 RS09520 WP 192927844.1 MLRTFLYGCLLNLIIPSLVLALDKSMSVFYPLPIQEQGRVIVAQNLYLGNDGGIWVHDVHGKVMYFDGQNILPRRGSVLP 80
NTDB id 1151 GTF74 RS04205 WP 001911421.1 MFRTLLYGCLLNILIPSLVLALDKSMSIFYPLPIQEQGKVIVAQNLYLGSDGGIWVHDVHGKVMYFDGQNVLPRRGSVLP 80
consensus ! !! !!!!!!!**!!!!!!!!!!!!!*!!!!!!!!!!*!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!*!!!!!!!!!

logo QLTSSHIVYANSAFWATFEQHELFRTYPGGKEPKRELMI
LSLTPGTQI INQMGASNGMIWMTVDGSENFYSYE IRSGRMVENSLSLHELYQ

NTDB id 343610 ET951 RS09520 WP 192927844.1 QTSSHIVYANSAFWTFEQHELFRTYPGKPKELMISLTPGTQINQMGASNGMIWMTDSENFYSYEIRSGRMNSLSLHELYQ 160
NTDB id 1151 GTF74 RS04205 WP 001911421.1 QLSSHIVYANSAFWAFEQHELFRTYPGGERELMLSLTPGTQIIQMGASNGMIWMVDGENFYSYEIRSGRVESLSLHELYQ 160
consensus ! !!!!!!!!!!!! !!!!!!!!!!!! **!!!*!!!!!!!! !!!!!!!!!!! ! !!!!!!!!!!!!* !!!!!!!!!

logo LNSASKTVVINDAQFYLMVSKWALATNVGVYLSDEEHQGFAHVKKNSGKHSFYIQKLYFSHKRRELLVGSKHRGAI
LV I

VDI ENKRPTLPLPDEKR
NTDB id 343610 ET951 RS09520 WP 192927844.1 LNSASTVVINDAQYMVSKWALATNVGVYLSEEHGFAHVKKSGKSYIQKLYFSHKRRELLVGSKHGAIVVDIENKRTLPEK 240
NTDB id 1151 GTF74 RS04205 WP 001911421.1 LNSASKVVINDAQFLVSKWALATNVGVYLSDEQGFAHVKNSGKHFIQKLYFSHKRRELLVGSKRGALVIDIENKRPPLDR 240
consensus !!!!! !!!!!!!**!!!!!!!!!!!!!!!*!*!!!!!! !!!**!!!!!!!!!!!!!!!!!!*!!*!*!!!!!!*****

logo IGSSHVLS IAETEKEYWI
VGTEDGLFYVYSFI ITGKI

VVQLESNNQSDGDGYATLLGKRKIYAMVNDFQGGMWIAGTDKGI FYYSLFGQQ
NTDB id 343610 ET951 RS09520 WP 192927844.1 IGSSHVLSIAETEKEYWVGTEDGLYVYSIITGKVVQLESNNSGDYTLLGRKIYAMVNDFQGGMWIATDKGIFYYSLFGQQ 320
NTDB id 1151 GTF74 RS04205 WP 001911421.1 IGSSHVLSIAETEKEYWIGTEDGLFVYSFITGKIVQLESNNQDGYALLGKKIYAMVNDFQGGMWIGTDKGIFYYSLFGQQ 320
consensus !!!!!!!!!!!!!!!!!*!!!!!!*!!! !!!!*!!!!!!! ! !!!*!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!

logo FTRYAPAQATLSNDGNSEKATKP I
L
G
SKI

P
A
KALDNSADGDNYLAITAQQGLYNFNFSDELRKHL IYPGEKI

VNDFVIASGQDEHNLVWIATEKKGL IVRYNL
NTDB id 343610 ET951 RS09520 WP 192927844.1 FTRYAAQTLSNDGNEAKLSKPKALDSAGNYLAITQQGLYNFNFSDELRKHLIYPGEINDFVISGDNVWIATKKGLIRYNL 400
NTDB id 1151 GTF74 RS04205 WP 001911421.1 FTRYPAQALSNDGSKTPIGKIAALNSDGDYLAITAQGLYNFNFSDELRKHLIYPGKVNDFVIAQEHLWIATEKGLVRYNL 400
consensus !!!!*!! !!!!! ** !* !! ! ! !!!!! !!!!!!!!!!!!!!!!!!!! *!!!!! ***!!!! !!!*!!!!

logo

N
SRRS IVDTPNQLPLPSLLQTAE I

V
D
QHLSTLMDRSDNGNLWGSTSDSHYQIWSFYSLPKSDEKQNTYRTDYGSEWMVKAKFSPSR ITLLAAVEKDKGIV IGTE

NTDB id 343610 ET951 RS09520 WP 192927844.1 NRRSVDTPQLPLSLLQTEVDHLTMDRNGNLWGSSSHQIWSFSPKDQTYTDYGSEWMVKKFSPSRITLLAAVEKGIVIGTE 480
NTDB id 1151 GTF74 RS04205 WP 001911421.1 SRRSIDTPNLPLPLLQTAIQHLSLDSDGNLWGTSDYQIWSYSLSEKNYRDYGSEWMVKAFSPSRITLLAAVKDGIVIGTE 480
consensus !!!*!!!*!!!*!!!! * !!**! !!!!!*! *!!!!*!* * ! !!!!!!!!! !!!!!!!!!!!! !!!!!!!

logo HGAYSLFLEGKQIRFDFASSHRYGE I ILQAVAVEDASDSGRHIWLVVGSYGVFQRWRKDQPYEATVPTVEL I EENIQPLC IAESKQGMWL IVSSTK
NTDB id 343610 ET951 RS09520 WP 192927844.1 HGAYSLFGKQIRFDFASHRYGEIIQAVEDADRHIWVVGSYGVFRWRKDQYEATPVELIEENIQPLCIAESKQGMWLVSSK 560
NTDB id 1151 GTF74 RS04205 WP 001911421.1 HGAYSLLEKQIRFDFSSHRYGEILQVAEDSSGHIWLVGSYGVFQWRKDQPEAVTVELIEENIQPLCIAESKQGMWLISTK 560
consensus !!!!!! !!!!!!! !!!!!!!*! !! !!!*!!!!!!! !!!!!*!! *!!!!!!!!!!!!!!!!!!!!!!*!*!



logo GI SYYHRFNQGEQLNTKHFGAPYGL IVSNEFLSASSCAVGEGEQDGNSSSL I IGSQFLGVVKATNTEELAVSNLVPNIQVMTFSQVSVNHSTTK
NTDB id 343610 ET951 RS09520 WP 192927844.1 GISYYHFQGQLNKHFGAPYGLVSNEFLSSSCAVGGEQGSSSLIIGSQLGVVKANTEELAVSNVPNIQVMFSQVSVNHSTK 640
NTDB id 1151 GTF74 RS04205 WP 001911421.1 GISYYRNQ.ELTKHFGAPYGLISNEFLSASCAVGEEQDNSSLIIGSQFGVVKTNTEELAVSNLPNIQVTFSQVSVNHTTK 639
consensus !!!!!* !* ! !!!!!!!!!*!!!!!! !!!!! !! !!!!!!!! !!!! !!!!!!!!!*!!!!! !!!!!!!!*!!

logo LLGYRMPSEPLKIAYGDAS I SFQFGALPSSRNSQSLEYKLNDDEPQHQWQRFDWALLNFDQLLPGKYRLKRVRSANPTQRYRTEATLF
NTDB id 343610 ET951 RS09520 WP 192927844.1 LLGYRMPEPLKIAYGDAISFQFGALPSSRNQSLEYKLNDDPHWQRFDWALLNFDQLLPGKYRLRVRSANPTQRYRTETLF 720
NTDB id 1151 GTF74 RS04205 WP 001911421.1 LLGYRMSEPLKIAYGDSISFQFGALPSSRSQSLEYKLNDEQQWQRFDWALLNFDQLLPGKYRLKVRSANPTQRYRTEALF 719
consensus !!!!!!*!!!!!!!!! !!!!!!!!!!!! !!!!!!!!!***!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!! !!

logo DFEVLQPWYMTPS IMAI
LVGYVLVSLVFLGSLVLALAFLWWRTRMI

M
L
V
A
K
A
VNRKLKAQVDELKTSQLRHQSKIVLSNNHQLRKQLQLHHNTI L

NTDB id 343610 ET951 RS09520 WP 192927844.1 DFEVLQPWYMTPMAIVGYVVSLFSVLALAFWWRTRMMVKVNRKLKAQVDLKTSQLRHQSKIVLSNNHQLRKQLQLHHNIL 800
NTDB id 1151 GTF74 RS04205 WP 001911421.1 DFEVLQPWYMTSIALVGYVLSVLGLLALALWWRTRMILAANRKLKAQVELKTSQLRHQSKIVLSNNHQLRKQLQLHHTIL 799
consensus !!!!!!!!!!!**!*!!!!*!* *!!!! !!!!!!** !!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!

logo GKNVLDEGNI
VDAPLSLRHLSSYAKVRAGWSYEFDEAVPFNSKVKQELAGQLHFMHRGDEVDEESKYHDLHLL I ESALKSWQEEYSKAAL IKQLTY

NTDB id 343610 ET951 RS09520 WP 192927844.1 GKVLEGVDPLLRHLSSYAKVRGWYEFDVPFSKVKQELGQLHFMHRGDVEESKYHDLHLLIESALKSWQEEYSKAAIQLTY 880
NTDB id 1151 GTF74 RS04205 WP 001911421.1 GNVLDNIDASLRHLSSYAKVRAWSEFEAPFNKVKQELAQLHFMHRGDEDESKYHDLHLLIESALKSWQEEYSKALIKLTY 879
consensus ! !!* *!* !!!!!!!!!!!*! !!* !! !!!!!!*!!!!!!!!! *!!!!!!!!!!!!!!!!!!!!!!!!! ! !!!

logo SGEPTRF IVEVRQFNLDVLFNAVLTDAIKRLYKHQELNTIQRLDE I
VRDNAHQAVI

VVFSDFYGAP I EQNIDEKSTVMQVNTLSTGYGSSTYPLEQELVI
T

NTDB id 343610 ET951 RS09520 WP 192927844.1 SGETRFIEVRQFNLDVLFNAVLTDAIKRLYKHQELNIRLDIRDAHAVVVFSDYGAPIENIESVQVNLTGYGTYPLQELVT 960
NTDB id 1151 GTF74 RS04205 WP 001911421.1 SGEPRFVEVRQFNLDVLFNAVLTDAIKRLYKHQELTIQLEVRNAQAVIVFSDFGAPIQNIDKTMVTLSG.SSYPLEELVI 958
consensus !!!*!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!! ! !**! !*!!*!!!!*!!!! !!* ! !*!* *!!! !!!

logo RSGGEVLHRVFLALKQERNI
V
I
VELAWPLATTLAPELEPTFIHKKSPDEEGSEPQADAVKPVGS IDAEVDEKEWLSKI

VEKL I ELQHNYSDPNFTTSSTAAKQASLFY
NTDB id 343610 ET951 RS09520 WP 192927844.1 RSGGELRVFALQERNIVELAWPLTTLAELEPFKS.DESEPDVKPSIDAVDKEWLSKIEKLIEQNYSDPNFTTSSAAKSLF 1039
NTDB id 1151 GTF74 RS04205 WP 001911421.1 RSGGVLHVLALKERNVIELAWPLATLPELETIHKPEEGEQAAKVGIDEVEKEWLSKVEKLIELHYSDPNFTTSTAAQALY 1038
consensus !!!! !*! !! !!!**!!!!!! !!*!!!* * **! !* !* !! !*!!!!!!*!!!!! *!!!!!!!!!*!! !*

logo VSERSLQRRFKAAVTGKTFKESLNEVRLEKACQSLLASGAKIAQAVAFDCGFNDPSYFSQRFKHHFGLSPSQF I EDQREAN
NTDB id 343610 ET951 RS09520 WP 192927844.1 VSERSLQRRFKAVTGKTFKESLNEVRLEKACQSLLAGAKIAQAAFDCGFNDPSYFSQRFKHHFGLSPSQFIEDREA 1115
NTDB id 1151 GTF74 RS04205 WP 001911421.1 VSERSLQRRFKAATGKTFKESLNEVRLEKACQSLLSGAKIAQVAFDCGFNDPSYFSQRFKHHFGLSPSQFIEDQEN 1114
consensus !!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!! !!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !



X non conserved

X similar

X ≥ 50% conserved


