
logo

MK
MKHANSYMRKLQMNI

T
M
N
K
L
K
R
Q
AQ

Q
KGFTL I ELMIV I

VAVIVIGVI LASAAVIALIPAQYTQKDNYI
T
V
T
V
I
K
A
K
R
A
S
A
E
Q
R

A
G
I
V
N
A
G
S
T

V
S
E
A
G
I
F
L
L
S
T
A
A
E
S
T
N
L

L
V
I
A
E
K
N
S
D
T

P
G
A
S

I
M
Q
V
A
L
I
K
S
L
T
G
P
A
T
N

A
Y
I
V
N
T
S
E
A
L
N
T
D
E
H
A
N
T
Y
V
L
Y
A
I

N
S
V
I
L
Q
A

A
R
N
E
T
A
H
E
G
N

A
T
W
N
G
C
I
K
V
A
S

F
V
W
L
A
K
V
P
E
G
S
A
N
T
G
A
N
Q
T

G
P
A
T

A
S
T

A
E
V
F
A
D
T
P
S
A
A
P
T
D
K
A
G
T

NTDB id 1119 NGFG RS11465 WP 017147169.1 .....MNTLQKGFTLIELMIVIAIVGILAAVALPAYQDYTARAQVSEAILLAEGQKSAVTEYYLNHGKWPENNTS..... 70
NTDB id 1002 ACIAD RS15100 WP 004923779.1 ......MNAQKGFTLIELMIVIAIIGILAAIAIPAYTDYTVRARVSEGLTAASSMKTTVSENILNAGALVAGTP...STA 71
NTDB id 1274 LPP RS09530 WP 011214168.1 .......MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQA...ATG 70
NTDB id 1258 GCO85 RS09745 WP 014844212.1 .......MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQA...ATG 70
NTDB id 1079 FDQ49 RS11140 WP 022575996.1 ......MNAQKGFTLIELMIVVAIIGILAAIAIPAYQNYIAKSQASEAFTLADGLKTTINTNLQAGTCFAGGATAVTAAD 74
NTDB id 1038 H0N27 RS01510 WP 000993725.1 ......MNAQKGFTLIELMIVVAIIGILAAIAIPQYQNYIAKSQVNSGFSEISSIKTGYENAVNEGAV..........PT 64
NTDB id 1192 PAKAF RS23870 WP 024947914.1 ......MKAQKGFTLIELMIVVAIIGILAAIAIPQYQNYVARSEGASALASVNPLKTTVEEALSRGWSVKSGTGTEDATK 74
NTDB id 1184 GTF74 RS02335 WP 000649326.1 .MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIATEGS.......FPATT 72
NTDB id 1167 A1552VC RS11065 WP 000649326.1 .MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIATEGS.......FPATT 72
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 .MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIATEGS.......FPATT 72
NTDB id 343561 EWA66 RS06675 WP 039439519.1 MKKHNRLIKQQGFTLIELMIVVAIIGVLASIAIPQYQKYVAKSEVASALATLTGVKTNVEAYAVENGA.......FPATG 73
NTDB id 1292 VP RS12235 WP 005479693.1 .MKHSKQKKQQGFTLIELMIVVAIIGVLAAAAIPAYQNYVTRSEVTSGLATVKALITPAELHYQENGI.......AAA.A 71
consensus !*!!!!!!!!!!*!**!*!!**!*! !**!* ** * ** * **** *** * * **

logo

G
T
Y
A
K
S
E
L
V
G

A
G
V
S
T
C
D
E
P
Q
A
V
L
AGFVADPQTAESRAIPLPSTGASTAPSVDNSVAEACITVDI

K
S
A
M

N
G
P
T
A
K
D

S
L
G
T
Y

T
P
G
K

A
T
I
N

G
S
I
V
Q
D
A
I
D
F
L
T
S
A
E
K
V
I
P
A

F
I
K
L
P
A
T
C
D
E
G
I
T
A

E
P
V
S
G
E
S
T
G
A
S
V
D
A
A
K
P
S
G
L

S
A
T
G
N

A
C
P
G
D
K
Q
V
T
L
V
I
I
K
T
A
C
L
V
F
I
YTLMYFLTKDGMSTADNTASGKAVGAVGNSSPNELSKLNIADGTKSTSGATGSKNSTIKFVLIAEISVQTFMLNWATGVPRRTRLYQETSADASNETAGTASNDTVGAGIKLTLWFSKTKCDGLNVSTPQGSTPDGTAQSTVPSTADRADDDT

NTDB id 1119 NGFG RS11465 WP 017147169.1 ....AGVASPPT.DIKGKY.....VKEVEVKNGVVTATMLSSGVNNEIKGKKLSLWGRR.ENGSVKWFCGQPVTRADDDT 139
NTDB id 1002 ACIAD RS15100 WP 004923779.1 GSSCVGVQEISASN...ATTNVATATCGASSAGQIIVTMDTTKA....KGANITLTPT.YASGAVTWKCTTTS....... 136
NTDB id 1274 LPP RS09530 WP 011214168.1 YV.........SPA...ATPNVASIAIGA..NGVITITY.TAAA....GGGTIVMTPTLQANGDVTWTCTGGT....... 124
NTDB id 1258 GCO85 RS09745 WP 014844212.1 YV.........SPA...ATPNVQSIAIGA..NGVITITY.TAAA....GGGTIIMTPTLQANGDVTWTCTGGT....... 124
NTDB id 1079 FDQ49 RS11140 WP 022575996.1 K.............VSGKY..GDAEIGGTAPNCTITYTFKSSGVSNKLTSTKIVMNV...S.ETGILTKNSGT....... 128
NTDB id 1038 H0N27 RS01510 WP 000993725.1 KLSDVGFTAATSSVCA.TY..SIDAFTETDGAGKITCTLKGN...PKIATKIVELTR...S.TDGAWTCVSDV....... 127
NTDB id 1192 PAKAF RS23870 WP 024947914.1 KEVPLGV.....AADANKLGTIALKPDPADGTADITLTFTMGGAGPKNKGKIITLTR...TAADGLWKCTSDQ....... 139
NTDB id 1184 GTF74 RS02335 WP 000649326.1 AGTAAGFTRLGTVEDMGDGKIVIAPTASGALGGTIKYTFDAGVV....SSSKIQLAR...D.ANGLWTCSTTV....... 137
NTDB id 1167 A1552VC RS11065 WP 000649326.1 AGTAAGFTRLGTVEDMGDGKIVIAPTASGALGGTIKYTFDAGVV....SSSKIQLAR...D.ANGLWTCSTTV....... 137
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 AGTAAGFTRLGTVEDMGDGKIVIAPTASGALGGTIKYTFDAGVV....SSSKIQLAR...D.ANGLWTCSTTV....... 137
NTDB id 343561 EWA66 RS06675 WP 039439519.1 KEGELGVP.....STI.PSGTIAFATTGSAATGTITFTFKASGVSNLITGKSFALAR...D.GSGTWTCDGTSSD..... 138
NTDB id 1292 VP RS12235 WP 005479693.1 TLAQLGVD.....VAANDLGAIDSALAG..GSPTLTFTFDAD...SSIDGGILTFTR...D.AATGWSCLPTAPA..... 132
consensus * * * * * ** !* * * * * * * *****

logo

VADAKDGKAD
E
I

A
I
T
V
L

V
L
P
D
T

E
K
V
A
D
T
S

D
G
Q
K
E
H
F
L
I
Y

I
V
R
A
LPQASKENTSGFCVSTRDGKPAKSGTAPSTDTIAENGKAITSL

NTDB id 1119 NGFG RS11465 WP 017147169.1 VADAKDGKEIDTKHLPSTCRDKASDAK..... 166
NTDB id 1002 ACIAD RS15100 WP 004923779.1 ..........DKKYVPSECRG........... 147
NTDB id 1274 LPP RS09530 WP 011214168.1 .........LLAKYRPASCRP........... 136
NTDB id 1258 GCO85 RS09745 WP 014844212.1 .........LLAKYRPASCRP........... 136
NTDB id 1079 FDQ49 RS11140 WP 022575996.1 ........DTPVELLPQSFVAS.......... 142
NTDB id 1038 H0N27 RS01510 WP 000993725.1 ..........PTEFLPKGCTAGTPTEGAITSL 149
NTDB id 1192 PAKAF RS23870 WP 024947914.1 ..........DEQFIPKGCSK........... 150
NTDB id 1184 GTF74 RS02335 WP 000649326.1 ..........TSEIAPKGCTAGATIN...... 153
NTDB id 1167 A1552VC RS11065 WP 000649326.1 ..........TSEIAPKGCTAGATIN...... 153
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 ..........TSEIAPKGCTAGATIN...... 153
NTDB id 343561 EWA66 RS06675 WP 039439519.1 ........AVTDDLLPKNCRP........... 151
NTDB id 1292 VP RS12235 WP 005479693.1 ........IAVDG.....CS............ 139
consensus * *

X non conserved

X similar

X ≥ 50% conserved


