
logo

MPQPCTNTRSCPCPLTCQYNAMVTVSPS I S I F IHSANWQDEAHYPDSWLAMLSTHQWLWQRKNI
T
M
T
A
H
P
R
L
VLSTPSEQCGHLCRFLAP I

L
D
P
H
T
N
R
QT

NTDB id 1398 DSB67 RS00645 WP 029388870.1 ..................................................MLSHQWQNIMHRVLSSQCGLCRFPIPHRQT 30
NTDB id 343542 EWA66 RS03070 WP 411292403.1 ................................................................................ 0
NTDB id 1154 A1552VC RS20525 WP 001884047.1 MPQPCTNTRSCPCPLTCQYNAMVTVSPSISIFIHSANWQDEAHYPDSWLAMLTHWLRKTTAPLLTPECHLCRLALDTN.. 78
consensus **** *** * *** *

logo

PN
S
L
P
F
M
G
R
V
WCDSASCFQADHWLEMTHPGITEPYRCAMRHRCGLKPSMTTLESTEESQANPAVADTQECGEQCLGKREQTPPVPWRKRLMYTCVLSGDYDQRFPTLASDQWAQYVHNQRQFILKDHYHQGREQVFRWFHQACVGPQAPRVL

NTDB id 1398 DSB67 RS00645 WP 029388870.1 PNLMRWCDSCFDHLTPIERCMRCGLKMTEEESQAATECGECLKEPPPWRRLYTLGDYDFPLSQQVQRFKDHGEVWHVGAL 110
NTDB id 343542 EWA66 RS03070 WP 411292403.1 ..............MPTPRCRHCGLSTLS....NVAECGQCLRTPPVWRRLYCLSDYQFPTAWYVNQIKHQRQFRFCQPV 62
NTDB id 1154 A1552VC RS20525 WP 001884047.1 .SPFGVCSACQAWLEHGYRCARCGLPTLT....PVDQCGQCLGQPPPWRKLMCVGDYRFPLSDAVHQLKYQRQFWQAPRL 153
consensus * * * * !! *!!! *** * *!!*!!* !!*!!*!****!! !!** !***! ***** *

logo

T
A
K
Q
TLLATEQRVI ENQDEQPAPVL ILCLTSVPLMVHWQRRLQRLWKQRRGFNQSHDI

L
F
LAAKREHQLANHAHMLDGNQVEHRYDELHNPDKQALVFAKRRRTVKRTAHNVTQPHPSQRQGNLKNSKQASQREIQHQRNLAQRDGAFARVL

NTDB id 1398 DSB67 RS00645 WP 029388870.1 TQLLAERVEQPAPVITSVPVHWQRLLKRGFNQSHILAKHLAHHLDVRYENKVFKRVKNVQSQRGNKKASREQNLQGAFAL 190
NTDB id 343542 EWA66 RS03070 WP 411292403.1 ATLLAERIQDPAPLLLSVPMHWRRQWRRGFNQSDLFAAQLAHALGQHYLPDAFRRTTHTPPQQGLNKQQRQRNLAGAFRL 142
NTDB id 1154 A1552VC RS20525 WP 001884047.1 AKLLATQINEPAPLLCSVPLHWRRRWQRGFNQSDLLARELANMLNVEYDHQLFARRRATPHQQGLSKAQRIHNLRDAFVL 233
consensus * !!!*****!!!** !!!*!!*! **!!!!!!***!* !!* ! * !* *!*! * ** !*!* !**! !! *!! !

logo

R
N
G
H
R

E
P
I
P
V

D
E
N

A
F
Q

K
P
SHVAIVDDVVTTGSTI

VRHQLCDHQLLLADEVGVQES IDIYC ICRTPAEPGKDSLSHG
NTDB id 1398 DSB67 RS00645 WP 029388870.1 RGEVDFSHVAIVDDVVTTGSTVRQLCHLLLEVGVESIDIYCICRTPAPGSL.. 241
NTDB id 343542 EWA66 RS03070 WP 411292403.1 NRPIEAKHVAIVDDVVTTGSTVRQLCQLLLAVGVESIDIYCICRTPEPK.... 191
NTDB id 1154 A1552VC RS20525 WP 001884047.1 NHPPNQPHVAIVDDVVTTGSTIRHLCDLLLDVGVQSIDIYCICRTPEPKDSHG 286
consensus * *** !!!!!!!!!!!!!!*!*!! !!!*!!!*!!!!!!!!!!!*!*

X non conserved

X similar

X ≥ 50% conserved


