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VLG LATLTAT AR At FE AR LG A

MLVALNEEKERVLATTYLRKTQYFCPVCGKQVILKRGLKVISHFAHKHLAEQKCFNNETIKHYKSKLILAQMIQQQGCKYV|
MLVALNEEKERVLATTALRKTQYFCPVCGKQVILKRGLKVISHFAHKHLAEQKCFNNETIKHYKSKLILAQMIQQQGCKY|
MLVALNEEKERVLATTALRKTQYFCPVCGKQVILKRGLKVISHFAHKHLAEQKCFNNETIKHYKSKLILAQMIQQQGFKV

U DI ELS TGN LA WS LUDTY ARt

EIEPFLKEIKQIPDILINNKYVIELQYSPIPYKQILQRTEGLKKMGYKVSWLLNDVDYCHNKVKFNHFQSLFINPITRKL
EIEPFLKEIKQIPDILINNKYVIELQYSPIPYKQILQRTEGLKKMGYKVSWLLNDVDYCHNKVKFNHFESLFINPITRKL
EIEPFLKEIKQIPDILINNKYVIELQYSPIPYKQILQRTEGLKKMGYKVSWLLNDVDYCHNKVKFNHFQS FINPIITRKL

T LA O M O

HTFNLEKKQIMMFQQIQYLGGHKYVAEKRNAKIIELFNEAPCDYHAVYKLSKFAINQYIKYCRWQNSVLEPTLSAMYQLQ
HTFNLEKKQIMMFQQIQYLGGHKYVAEKRNAKIIELFNEAPCDYHAVYKLSKFAINQYIKYCRWQNSVLEPTLSAMYQLQ
HTFNLEKKQIMMFQQIQYLGGHKYVAEKRNAKIBELFNEAPCDYHAVYKLSKFAINQYIKYCRWQNSVLEPTLSAMYQLQ

NGV LU HLCRAFRURE VLT ERLIL 3

LTDQEVVHNYGYIFPEQIYIENHPIEWQLQVDLMLKNGKSKLVNDNLNYFKLKKFIVALESKTAITEKLINNYLNICSDR|
LTDQEVVENYGYIFPEQIYIENHPIEWQLQVDLWLKNGKSKLVNDNLNYFKLKKFIVALESKTAIIEKLINNYLNICSDR|
LTDQEVVHNYGYIFPEQIYIIMNHPIEWQLQVDLWLKNGKSKLVNDNLNYFKLKKFIV LESKTAIIEKLINNYLNICSDR|
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