logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

600 KW2 RS01765 WP 011675413.1

269 KZH43 RS08665 WP 001085462.1
228 SPD RS09265 WP 001085462.1

194 SPR RS08825 WP 001085462.1

159 SP RS09750 WP 001085462.1

499 SM12261 RS08315 WP 078228268.1
527 SMSK321 RS11065 WP 001085454.1
453 Spy49 1753c ACI62003.1

408 SMU RS09530 WP 002262392.1

625 LCA RS02525 WP 011374196.1
343300 EVU95 RS04445 WP 002439552.1
115 BSU 16940 NP 389576.2

1313 DR RS12030 WP 010888966.1
1245 Cj1673c YP 002345041.1

1211 C694 RS00795 WP 000963128.1
1214 NCTC11637 00359 SQJ03206.1
1334 RAOC RS04870 WP 004918236.1
1389 A4U84 RS07560 WP 021112712.1
1130 NGFG RS03960 WP 003688695.1
1124 NGFG RS03960 WP 003688695.1
1123 0K783 RS03845 WP 003688695.1
1427 RS RS02760 WP 011000510.1
1165 A1552VC RS01565 WP 000344154.1
1142 GTF74 RS11550 WP 000344154.1
1022 ACIAD RS06390 WP 004925639.1
1074 ABD1 RS10195 WP 000344167.1
1205 PSJM300 05545 AFN77183.1

consensus

K. KKLEE|5KKFD%E§§KAL@6AL |£K F KN..VBL EﬁQA§%§VEi

KKTNFDDITKKYGA MRLG
KPKKLEEISKKFGA IMRLG
KPKKLEEISKKFGA IMRLG
KPKKLEEISKKFGA IMRLG
KPKKLEEISKKFGA IMRLG
KPKKLDEISKKFGA IMRLG
IMRLG
MRLG
MRLG
IMR G

NEXNIDII DD >

IEKWNFGKG IM
IEK§FGKGRIM
IEKEFGKGINIM
IEKSFGKGIIM
M
IEKWFGKG
IEKWNFGKG IMRLG
MRLG
MRLG

S
S
S
P
S
S
S
S
S
S
S
S
S
S

k11 skoskokok ok

YNy

Y




VRV ESSCAT oo DAEFALD A e LS QB oy AN)
i} L EATHAE T o et VDEL b3k Lt LE AL YBY AL

NTDB id 600 KW2 RS01765 WP 011675413.1 EIYGPESSGKTT DELL l 154
NTDB id 269 KZH43 RS08665 WP 001085462.1 EIYGPESSGKTT AMPQKINGGINNAAF IDAEHALDPIA\YAIWAL.GVN DELL SQPD GEQ 153
NTDB id 228 SPD RS09265 WP 001085462.1 EIYGPESSGKTT ANFNQKINGGINNAFIDAEHALDPIA\YARWALGVN DELL SQPD GEQ 153
NTDB id 194 SPR RS08825 WP 001085462.1 EIYGPESSGKTT AMNFAQKINGGIWNAF IDAEHALDPE\€YARWALGVN DELL SQPD GEQ 153
NTDB id 159 SP RS09750 WP 001085462.1 EIYGPESSGKTT ANINQKINGGINNAFIDAEHALDPI\YARWNLGVN DELL SQPD GEQ 153
NTDB id 499 SM12261 RS08315 WP 078228268.1 EIYGPESSGKTT ANFA\QKINGGIWNAF IDAEHALDPE\YARWALGVN DELL SQPD GEQ 153
NTDB id 527 SMSK321 RS11065 WP 001085454.1 EIYGPESSGKTT AQKINGGINAAF IDAEHALDPIAY ALNAL.GVN DELL SQPD 153
NTDB id 453 Spy49 1753c ACI62003.1 EIYGPESSGKTT ANFNQKIRGGINNAF IDAEHALDPEY\YARWALGVN DELL QPD GEQ 153

NTDB id 408 SMU RS09530 WP 002262392.1
NTDB id 625 LCA RS02525 WP 011374196.1
NTDB id 343300 EVU95 RS04445 WP 002439552.1
NTDB id 115 BSU 16940 NP 389576.2

NTDB id 1313 DR RS12030 WP 010888966.1
NTDB id 1245 Cj1673c YP 002345041.1

NTDB id 1211 C694 RS00795 WP 000963128.1
NTDB id 1214 NCTC11637 00359 SQJ03206.1
NTDB id 1334 RAOC RS04870 WP 004918236.1
NTDB id 1389 A4U84 RS07560 WP 021112712.1
NTDB id 1130 NGFG RS03960 WP 003688695.1
NTDB id 1124 NGFG RS03960 WP 003688695.1
NTDB id 1123 0OK783 RS03845 WP 003688695.1
NTDB id 1427 RS RS02760 WP 011000510.1

EIYGPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT
E YGPESSGKTT
BEIYGPESEGKTT
EIYGPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT
EI GPESSGKTT
EI GPESSGKTT
EI GPESSGKTT
EIYGPESSGKTT

ANNQKMGGINAFIDAEHALDPIY AFSNLGVN DELL SQPD 153
AlNIoKNGcgA IDAERA DPRYARWNLGVN D LL SQPD 140
AIXYQKNGGEUAF IDAEHALDPYYYAMALGV  DLE SQPDEIGEQ 139
ARMIQFGGANAF IDAEHALDPYYARJALGVN ELL SQPD GEQ 138
ANQKNGGINEAF IDAEHALDPYY ARSNLGVNDELL SQPDRJGEQ 152
AIIEQKING GI¥AF TDAEHALDRSY AESYLGVNGD LEj SQPDBGEQ 139
AIQKINGGIfEAF IDAEHALDIgSIY AKSILGYV W [LL SQPD GEQ 141
AIXSQKNGGUf®AF IDAEHALD| Y AISJLGV @ RILL SQPD GEQ 141
AIPAQKNGGpNAF IDAEHAGDUBIY AISYLG N EL  SQPDJGEQ 148
ANAQ KSR A F TDAEHALDPYY ARRYLGVNEDELL SQPDRGEQ 156
SQPD GEQ 140
SQPD GEQ 140
SQPD GEQ 140
SQPD GEQ 148

\MGAF DAEHARIDP\YYAIRNLGVIY ELM
GAEF DAEHA|DPYYAIRNLGVIY EL)
INYAFIDAEHALDIEYY ADIALGV)Y § LL

I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I

GAEF DAEHARDPWYAIRMLGVIY ELM
F
F

NTDB id 1165 A1552VC RS01565 WP 000344154.1 pEBEEeIIRSIeIGNy DELL SQPD GEQ 139
NTDB id 1142 GTF74 RS11550 WP 000344154.1 I EI GPESSGKTT DELL SQPD GEQ 139
NTDB id 1022 ACIAD RS06390 WP 004925639.1 I EIYGPESSGKTT INMAFIDAEHALDPNYARMISLGV  DNLL SQPDBIGEQ 139
NTDB id 1074 ABD1 RS10195 WP 000344167.1 I EIYGPESSGKTT INMAFIDAEHALDPNYAJASLGV DNLL SQPDWGEQ 139
NTDB id 1205 PSJM300 05545 AFN77183.1 I EIYGPESSGKTT SQPD GEQ 139
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