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NTDB id 343272 EVJ50 RS10405 WP 191964744.1 ..........................................MTLAPARPVPDAIAPEQ.QRLEVELLLQRR...VLQPD 34
NTDB id 1410 SGL RS13950 WP 010873519.1 MTSSSSSKKSRAVALRNYFSPFGNKLVAGGHVDAEQLRQALVQVKKTGRSLPEELKAVTGRELSPELLRQYKKNQLFELK 80
consensus ****************************************** **!**!* * * * ! *!!! ! ***** *
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NTDB id 343272 EVJ50 RS10405 WP 191964744.1 ELMGWPEAA.............STEPTLPLQRWRELGGLPVFREG.....TLLHLAIPTGWGEDEQSALMGAVQELGLEA 96
NTDB id 1410 SGL RS13950 WP 010873519.1 VLYGVDSVDPEVAPIATQQMAELIGRFFPLDTCRRFKFLPLAQQEGDPPSVLVAMVDPDNLAAQ..DELNRILRVKGFEL 158
consensus ! ! * ************* * !! *! !!* ***** !*** ! * ** ! * ! !

logo RLRHLLVAVLTQDDFNQLLEQSYDYADI EREAEWAEALAEQAEKQGRDAQAERTAPLTDEKHETEAEAPVDKLLNSDEEVLKGLFTDE IQVGAS ILDEEMDNLGSEDTGKDEADPVDLNAELV
NTDB id 343272 EVJ50 RS10405 WP 191964744.1 RLHLAL..........SDDIEEAWALAEAQGDAATPTEKHETEAEAPVDLLSEEVLKGFEIQGALEED.SETGDAPDLEV 165
NTDB id 1410 SGL RS13950 WP 010873519.1 RRLVVTQDDFNQLLEQYYAIREEWEAAQEKRDQERALD...........KLND....LTDIVGSIDMNLGEDKEDVDNAL 223
consensus ! ** ********** ! ! ! ! ! * ************ ! ***** *! ! ** * ! * *! *
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NTDB id 343272 EVJ50 RS10405 WP 191964744.1 SLRDTNSSPVITLVDRILMQALSMGASDIHVEPQRKGLQIRFRQDGVLQLQKNPLPPRLIPAVTSRFKIMADLDIAERRV 245
NTDB id 1410 SGL RS13950 WP 010873519.1 DSNDANQAPVINLVNKILAKALQEGTSDIHVEPQEETLRIRFRKDGVLNQAFDPLPRKITPAVVARFKIMADMDIAERRS 303
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NTDB id 343272 EVJ50 RS10405 WP 191964744.1 PQDGRIRRVFKGRPIDFRVNTLPSRFGEKVVLRLLDSSATQLGLDRLVTDQRALGLVRDMGSKPFGIILVTGPTGSGKST 325
NTDB id 1410 SGL RS13950 WP 010873519.1 PQDGKIRRIYQGRKVDFRVNTLPSRYGEKVCLRILDNSATQLGLDFLITNPETLQTVRELAARPYGLMLVTGPTGSGKST 383
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NTDB id 343272 EVJ50 RS10405 WP 191964744.1 TLYSLLAERNDPGINISTVEDPIEYTLPGITQTQVNREKGLDFSTALRAFMRQDPDVLLVGETRDLETAKTAIEAALTGH 405
NTDB id 1410 SGL RS13950 WP 010873519.1 TLYSVLAERNSPEVNINTAEDPIEYALPGITQVQVIREKGMDFSNILRAFMRQDPDVILVGETRDKETAKTAIEAALTGH 463
consensus !!!!*!!!!! ! *!! ! !!!!!! !!!!!! !! !!!!*!!! !!!!!!!!!!!*!!!!!!! !!!!!!!!!!!!!!
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NTDB id 343272 EVJ50 RS10405 WP 191964744.1 LVLTTLHCNDAPSAIARLDEMGVEPFMVSASLLGIISQRLLRRVCPACREPYEPGQEDLGRFGLMASSEAHVTFYRARKG 485
NTDB id 1410 SGL RS13950 WP 010873519.1 LVLTTLHTNDAAGAIARLDEMGVEPFMVSGSLLGVLAQRLMRKVCTECRIAYHPSKEELSRFGLSASGDEVVTFYKANSL 543
consensus !!!!!!!*!!!* !!!!!!!!!!!!!!!!*!!!!** !!!*!*!!* !! *!*! !*! !!!! !! * *!!!!*!
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NTDB id 343272 EVJ50 RS10405 WP 191964744.1 .......EGLDGTVCPRCGGSGYKGRVGVYEVLVMNETLASAVSKGAPTETIRRLALEAGMKSLLGYGLDLVREGHTTLE 558
NTDB id 1410 SGL RS13950 WP 010873519.1 SPDEIHLARQKGNLCQKCSGSGYKGRVGVYEVMRNSERIAELINQGATTDRIKDCAVEEGMITLLAYSLNLVQEGYTTLE 623
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logo EVERMVLTFLTDTGLESEMRRAKRARKLNSATLQTCERGTCAGAEGLAQDQEWLDCPYCLMTPSRFTMSPE
NTDB id 343272 EVJ50 RS10405 WP 191964744.1 EVERMLLTDTGLESERRARALNTQTCEGCGAGLADEWLDCPYCLTPRTMPE 609
NTDB id 1410 SGL RS13950 WP 010873519.1 EVERVTFTDTGLESEMRAKRKSALTCRTCAAELQQEWLDCPYCMTSRFS.. 672
consensus !!!!* !!!!!!!! !!* !! !*! ! !!!!!!!!*!*! **
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