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NTDB id 113 BSU 40900 NP 391970.1 MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGEREADFINCVTWRRQAENVANFLKKGSLAGVDGRLQTR 80
NTDB id 343183 EVE90 RS00060 WP 129719068.1 MLNSVALTGRLTRDVDLRYTQSGTAVGSFTLAVDRQFRSANGERETDFINCVIWRKSAENFANFTKKGSMVGVEGHIQTR 80
NTDB id 624 LCA RS00040 WP 011373726.1 MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDREADFINCVIWRKSAENFANFTKKGSLVGVDGRLQTR 80
consensus !*!*!*!*!!!!*!**!!!! *!*!!**!**!!*!*!****!*!!*!!!!!!*!!**!!!*!!!*!!!!**!!*!**!!!

logo

T
NYDENAQQGQKRVFYVTEVQVAVDESNVFAQSFLLEPSKRANTGTGTEGQSQRPQGSDEGPAGNSPQSAGNFGNQYGNSENGQSNNSYGGSGQYQSFGGNGNQNPDQNLPPSFGSQGAPNNVSSSNPGQ

NTDB id 113 BSU 40900 NP 391970.1 NYENQQGQRVFVTEVQAESVQFLEPKNGGGS......GSGGYNEGNSGGGQYFGGGQNDNP................... 135
NTDB id 343183 EVE90 RS00060 WP 129719068.1 TYDNAQGQKVYVTEVVVENFALLESRATTQQRPSEPANPAGQGNQNYGGGQQFGNNQPQNLPSFGSQGAPNNVSSSNPGQ 160
NTDB id 624 LCA RS00040 WP 011373726.1 NYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQNFNSNQSNG.SQQSG.......................... 133
consensus *!*!*!!!*!*!!!!***** *!!** ** ** * * *** *** !**!**! * *

logo

NP
F
A
G
T

A
G
S

N
P
SQQNNQTQGGNRANRNPSQAGANNPSAFTQNADPDPFANDNGQKAP IDI SDDDLPF

NTDB id 113 BSU 40900 NP 391970.1 .FGGNQNNQRRNQGNSFNDDPFANDGKPIDISDDDLPF 172
NTDB id 343183 EVE90 RS00060 WP 129719068.1 NPAASQNQGGNSAANPANPDPFANNGKPIDISDDDLPF 198
NTDB id 624 LCA RS00040 WP 011373726.1 .FTSPQQTGNAPAANNTQADPFANNGQAIDISDDDLPF 170
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