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NTDB id 343092 EU512 RS09630 WP 053015935.1 MTNISQSQNTVYIIRKGDMIIKPVIDDYEQTKGSEIWKYDSTIVSSPFKTQKIVERSCKFYGNSYISKKSETQRIAGITS 80
NTDB id 39 MW RS04875 WP 000287265.1 .....MYSQNIYVIRKGDMVIRPAFDDDDQRNGSEIIRFDKTRIQNPFKVQKIIERSCKFYGNTYLGKKAETNRITGISS 75
NTDB id 23 SA RS04995 WP 000287265.1 .....MYSQNIYVIRKGDMVIRPAFDDDDQRNGSEIIRFDKTRIQNPFKVQKIIERSCKFYGNTYLGKKAETNRITGISS 75
consensus ******!*!!!!!!*!*!**!!**!**!!!!***!*!****!!!*!!!*!!!!!!!!!*!**!!*!!*!!*!!*!
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NTDB id 343092 EU512 RS09630 WP 053015935.1 KPPILLTPLFPTYFFPTHSDRLEENMWINMHYVHEIKPLKNRKCKIIFANHQTLTLNVSYHSIWHQYSNCIFYYYMVDKQ 160
NTDB id 39 MW RS04875 WP 000287265.1 KPPILLTPLFPTYFFPTHSDRQNENIWLNMHYIESIKELKNRKCKVTFINNESIILHVSYHSLWHQYNNSIFYYYMVDKQ 155
NTDB id 23 SA RS04995 WP 000287265.1 KPPILLTPLFPTYFFPTHSDRQNENIWLNMHYIESIKELKNRKCKVTFINNESIILHVSYHSLWHQYNNSIFYYYMVDKQ 155
consensus !!!!!!!!!!!!!!!!!!!!!**!!*!*!!!!***!!*!!!!!!!**!*!*****!*!!!!!*!!!!*!*!!!!!!!!!!

logo SRMKI SNKNPEDMQPIDYENKATLNI
VFEALSTHRYSLLFQEDK

NTDB id 343092 EU512 RS09630 WP 053015935.1 SRMKSNNPEMPIDYEKATLNIFEALSHYSLLQDK 194
NTDB id 39 MW RS04875 WP 000287265.1 SRMISKNPDQPIDYNKATLNVFEALTRYSLFEDK 189
NTDB id 23 SA RS04995 WP 000287265.1 SRMISKNPDQPIDYNKATLNVFEALTRYSLFEDK 189
consensus !!!*!*!!**!!!!*!!!!!*!!!!**!!!**!!
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