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NTDB id 342890 EUB48 RS05965 WP 142818044.1 MFSFFKKKPPAPA..VAAPMPMPAPASPAA.....................................APSHVVPSPAVPG 41
NTDB id 1118 NGFG RS11455 WP 003696286.1 MFSFFRRKKKQETPALEEAQVQETAAKVESEVAQIVGNIKEDVESLAESVKGRAESAVETVSGAVEQVKETVAEMPSEAG 80
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NTDB id 342890 EUB48 RS05965 WP 142818044.1 PAAPGSL.IGSALVTPIGIP......LPEAVPPERAKWLDKLKAGLRKT....GSSISTVFTGAQIDEALYEDLEAALLM 110
NTDB id 1118 NGFG RS11455 WP 003696286.1 EAAERVESAKEAVAETVGEAVGQVQEAVATTEEHKLGWAARLKQGLAKSRDKMAKSLAGVFGGGQIGEDLYEELETVLIT 160
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NTDB id 342890 EUB48 RS05965 WP 142818044.1 ADTGVQATQYLLGEVKRRVKEGGVTHPVAVKNILTEVLTQLLRPLEKPLVIGEH.KPTVIMVAGVNGAGKTTSIGKLTKH 189
NTDB id 1118 NGFG RS11455 WP 003696286.1 GDMGMEATEYLMKDVRGRVSLKGLKDGNELRGALKEALYDLIKPLEKPLVLPETKEPFVIMLAGINGAGKTTSIGKLAKY 240
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NTDB id 342890 EUB48 RS05965 WP 142818044.1 LSSAGASVLLAAADTFRAAAREQLGVWADRNTVEIISQDGGDPAAVSFDAVSAGKARGRDVVLVDTAGRLPTQLHLMQEL 269
NTDB id 1118 NGFG RS11455 WP 003696286.1 FQAQGKSVLLAAGDTFRAAAREQLQAWGGRNNVTVISQTTGDSAAVCFDAVQAAKARGIDIVLADTAGRLPTQLHLMEEI 320
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NTDB id 342890 EUB48 RS05965 WP 142818044.1 SKIKRVVQKADATAPHEVLLVIDGNTGQNALTQVKAFDDALQLTGLIVTKLDGTAKGGVLAAIAQERPVPVYFIGVGEQL 349
NTDB id 1118 NGFG RS11455 WP 003696286.1 KKVKRVLQKAIPGAPHEIIVVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALASDRPVPVRYIGVGEGI 400
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NTDB id 342890 EUB48 RS05965 WP 142818044.1 GDLETFNAREFAQALLA 366
NTDB id 1118 NGFG RS11455 WP 003696286.1 DDLRPFDARAFVDALLD 417
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