
logo MKQGSLQSLR I
LSQHLALTPQLQQS IRLLQLSTI

LELQSQEVEQAMLDTDENPFLLERVAEENELEWALDPTRSAEERFIGALADGQSDVNTARLVQREDSDSRSADTDPFLAPT
NTDB id 342885 EUB48 RS01295 WP 142817193.1 MKQGLSLRISQHLALTPQLQQSIRLLQLSTLELSQEVEQMLDDNPFLEVAELEAP.REEFGLAQSDTRVREDDRDTDFAT 79
NTDB id 1425 RS RS02020 WP 011000369.1 MKQSLQLRLSQHLALTPQLQQSIRLLQLSTIELQQEVEQALTENPLLERENEWLDTSARIGADGSVNALQ.SSSATPLPT 79
consensus !!! ! !!*!!!!!!!!!!!!!!!!!!!!!*!! !!!!! ! *!! !! ** ! ! * * !* *!
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NSPVAPPAANGASDHAQDDTAMERASTAYEQNDGASDEFPLSGRDEEQSWDGDGDTSDEVYGRPTDEDRSDEWGSGLDADFPARKSNPNQLSDGDEADDADMRADAPMTEQLAREGASEQEPST

NTDB id 342885 EUB48 RS01295 WP 142817193.1 NSVA....GS..QDDMRATAQNDAEFPLSGRDEEQSWDGDGTSEVRPDDSEWGGDAPARSNNLGDADAMDATELAGSQES 153
NTDB id 1425 RS RS02020 WP 011000369.1 ESPPPAANGADHADTAEASYENGSDF...............DSDYGTERSDWSLDDFARKPQSDED.DRAPMQLREAEPT 143
consensus !******! ** ! !* ! *!*************** !* ** !*! ! *!! ** * * * ! **
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NTDB id 342885 EUB48 RS01295 WP 142817193.1 LQSHLHRQALSLRLSQEDRAALHFLIESLNDDGYLEDTLQSLAEGLAGTDEAQVEELVQCFTVALSLLQHLEPTGVGARH 233
NTDB id 1425 RS RS02020 WP 011000369.1 QREFLMEQLAPLKLSPRDKGLVIFLIESLDDEGYLTGSLDEILADLPAELEVELD....ELQAALRMLQSFDPAGIGARS 219
consensus *!* ! *!*!!* !** **!!!!!! !*!!! *! * !** ! ******* !! *!!* *! !*!!!*
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NQHPLMDELLAARRDVYRTRLKVKQALCLGSAVDTDEAGEQLVKAAHMAEL IGRRSLAEPFKPGHRARFGVQRAV

NTDB id 342885 EUB48 RS01295 WP 142817193.1 LGECLALQLRALQDFDHGDPARQEVVEVALRMCAQPMDLLARRDVRRLVQLCGATEAQVKAAMALIGRLEPKPGRRFVQV 313
NTDB id 1425 RS RS02020 WP 011000369.1 AAECLTLQLQRLDSPA.........KPLALTIVNQHLELLAARDYTRLKKALSVDDGELKAAHELIRSLAPFPGHAFGRA 290
consensus *!!! !!! ! * ********* **!! ** ! **!!! !! !! * ** *!!!* !! ! ! !!* !
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VVRTKNTVAGARGGQPGKFWMRAVQLNPDVMPRLR I
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MYANQAI LKRQSHSKRSGGRDGAESGNAHAANLQQKRLQEARWFL IKNIQQRFDT
NTDB id 342885 EUB48 RS01295 WP 142817193.1 ERNIVVPDVIVTNVGRGGQPKFRVQLNPDVMPRLRVHDIYANALKQHKSGGRDASNHAALQQRLQEARWFIKNIQQRFDT 393
NTDB id 1425 RS RS02020 WP 011000369.1 EADFVVPDVVVRKTAA....GWMAQLNPDVMPRLRINDMYAQILRSSR....GESGAANLQQKLQEARWLIKNIQQRFDT 362
consensus ! !!!!!*! * **** * !!!!!!!!!!!**!*!!* !* ****** ! *! !!!*!!!!!! !!!!!!!!!!

logo I LRVASNQAIVERQKSFFTVHGE I
LAMRPLVLRE IADETLGLHESTI SRVTTANKYMATPMYGTFELKYFFGSGHLVGSTETGGANASSTA

NTDB id 342885 EUB48 RS01295 WP 142817193.1 ILRVANAIVERQKSFFVHGELAMRPLVLREIADELGLHESTISRVTTAKYMATPYGTFELKYFFGSGLGTETGGNASSTA 473
NTDB id 1425 RS RS02020 WP 011000369.1 ILRVSQAIVERQKSFFTHGEIAMRPLVLREIADTLGLHESTISRVTTNKYMATPMGTFELKYFFGSHVSTETGGAASSTA 442
consensus !!!! *!!!!!!!!!! !!!*!!!!!!!!!!!! !!!!!!!!!!!!! !!!!!! !!!!!!!!!!!** !!!!! !!!!!
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VRAL IKQFLVAGAEDPCKKNPLSDNSQR IADELMLGKEQGFI EVCVARRTVAKYREALKR IAPAPTVNLRKSTL

NTDB id 342885 EUB48 RS01295 WP 142817193.1 VRALIKQFVAAEDPCKPLSDNQIADMLKEQGIECARRTVAKYREALRIAPTNLRKTL 530
NTDB id 1425 RS RS02020 WP 011000369.1 IRALIKQLVGAEDPKNPLSDSRIAELLGEQGFVVARRTVAKYREALKIPAVNLRKSL 499
consensus *!!!!!! !*!!!!* !!!! !!**! !!! *!!!!!!!!!!!!*!** !!!!*!
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