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NTDB id 600 KW2 RS01765 WP 011675413.1 I EIYGPESSGKTT | 154
NTDB id 269 KZH43 RS08665 WP 001085462.1 I EIYGPESSGKTT ANAQKIRGGIAAF IDAEHALDPEY ABWAL GVN SQPD 1563
NTDB id 228 SPD RS09265 WP 001085462.1 I EIYGPESSGKTT AQFNQKINGGIWNAF IDAEHALDPY ALWAL G VN SQPD 153
NTDB id 194 SPR RS08825 WP 001085462.1 I EIYGPESSGKTT ANEAQKIRGGIAAF IDAEHALDPEY ABWAL GVN SQPD 1563
NTDB id 159 SP RS09750 WP 001085462.1 I EIYGPESSGKTT ANFNQKINGGIWNAF IDAEHALDPEYY ALWALGVN SQPD 153
NTDB id 499 SM12261 RS08315 WP 078228268.1 I EIYGPESSGKTT ANEAQKIRGGIAAF IDAEHALDPEY ARWAL GVN SQPD 153
NTDB id 527 SMSK321 RS11065 WP 001085454.1 I EIYGPESSGKTT ANAQKIRGGIAAF IDAEHALDPEY ABWAL GVN SQPD 1563
NTDB id 453 Spy49 1753c ACI62003.1 I EIYGPESSGKTT AFNQKINGGINNAF IDAEHALDPYY ALWAL G VN QPD 153
NTDB id 408 SMU RS09530 WP 002262392.1 I EIYGPESSGKTT ANFAQKINGGINAAF IDAEHALDPEY ABWAL GVN SQPD 1563
NTDB id 115 BSU 16940 NP 389576.2 I E YGPESSGKTT AIYQNINGGFNAF IDAEHALDPWYYAMYLGVN ELL SQPD 138
NTDB id 625 LCA RS02525 WP 011374196.1 I EIYGPESSGKTT AJAUQKINGGJWNA IDAERJA DPISYARWALGVN D LL SQPD 140
NTDB id 1313 DR RS12030 WP 010888966.1 IREIYGPES[EGKTT ANFAQKIAGGINSAF IDAEHALDPY Y ARRALGVNIIDELL SQPDRIGEQALE Il 1562
NTDB id 1245 Cj1673c YP 002345041.1 I EIYGPESSGKTT AINGOKIGGUM¢AF IDAEHALDYRYY AL G VNYD Ll SQPDIJGEQALEIY 139
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NTDB id 600 KW2 RS01765 WP 011675413.1 GSTKIEEGS.GDNKTQ KVVKNKVAPPF N 312
NTDB id 269 KZH43 RS08665 WP 001085462.1 IMGNTQIKGTG.DQK KVVKNKVAPPF IMYGEGIS K 311
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NTDB id 342880 ETR14 RS23090 WP 129389533.1 IRTG. ... QIK. DI KVVKNKVAPPF IMYGEGIS D 304
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