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TT RSOB100 WP 024110555 . 1 it et et e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e
A4UB4 RSO7T37TE WP 0629024234 . 1 . it et e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e
HI 1008 AAC22660. 1 e e e e e e e e e e e e e e e e e e e e e e e e
SGL RS14595 WP 010873643.1 IQLALFVFSEQALSNVINQRFQAGTEVKALIDRGFAFRYYSEGLDLLGVTLLEDCLEQPGNSPWALPTEFVGTPALPRGD
W RS08230 WP 001793467.1 MVLLYQFLLRYKDFLTQWKLYIISA............. VVLIMVLIGFIFWRQDDYTSRN....FENKD...NALKQST
A RS08005 WP 001802022.1 MVLLYQFLLRYKDFLTQWKLYIISA............. VVLIMVLIGFIFWRQDDYTSRN....FENKD...TALKQST
BSU 25590 NP 390437.1 ... ..., MNWLNQHKKAIILA.............. ASAAVFTAIMIFLATGKNK. ... ... ... ... .. .. EP
ABD1 RSO03060 WP 04396084 1. 1 o it it et et e e e e e e e e e e e e e e e e e e e e e e e e e e
HON27 RS14740 WP 0051247 18 . 1 o e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e
STER RS07485 WP 011681496.1 ....... MKEKILAYVKDNRLFVSVI.............. AVLMVIFCFFLWMTCGAGNSMEAETSYTDV...TALSTSS
ACIAD RS13855 WP 004024483 . 1 . i ittt it it et e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e
SMSK321 RS04960 WP 000443804.1  ........ MESIIEKIKEYKIIVICT.............. GLGLLVGGFFLLKPAPHTP.VKETNLQAEV...VAISKD.
SM12261 RS04300 WP 000387351.1  ........ MEAIIEKIKEYKIIVICT.............. GLGLLVGGFFLLKPAPQTP.VKETNLQAEV...VAVSKD.
SP RS04730 WP 000387344.1 ........ MEAITIEKIKEYKIIVICT.............. GLGLLVGGFFLLKPAPQTP.VKETNLQAEV...AAVSKD.
KZH43 RS04195 WP 000387330.1 ........ MEAIIEKIKEYKIIVICT.............. GLGLLVGGFFLLKPAPQTP.VKETNLQAEV...AAVSKD.
SPD RS04535 WP 000387330.1  ........ MEAIIEKIKEYKIIVICT.............. GLGLLVGGFFLLKPAPQTP.VKETNLQAEV...AAVSKD.
SPR RS04295 WP 000387330.1 ........ MEAIIEKIKEYKIIVICT.............. GLGLLVGGFFLLKPAPQTP.VKETNLQAEV...AAVSKD.
45 ET495 RS18545 WP 245903416 . 1 . . i i it i it ittt it e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e
NGFG RS10560 WP 003703428 . 1 ottt i e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e
NGFG RS09375 WP 003703428 . 1 it et et e e e e e e e e e e s e e e e e e e e e e e e e e e e e e e e e
NGFG RSO7215 WP 003703428 . 1 ottt e et e e e e et e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e
NGFG RSO06525 WP 0037038428 . 1 ottt e e e e e e e e e e e e e e e e e e e e e e e e
~SENes Eyl KEVQK e EEKEENEE%PE¢IVDVK”AVKL< VYD “VKéBﬁ \KprY85é8ﬁk£E8AD
TT RSO8100 WP 024119555 . 1 e e e e e e e e e e e e e e e e LGYLLAVALLILL .....
A4U84 RS07375 WP 062924234.1 .SLLFG.LFS. .ATTFAE. ..
HI 1008 AAC22669.1 .VVLCGALVV.. ..SSSFAE...
SGL RS14595 WP 010873643.1 KLHHKFALVDDDTVITGSHNWSPAANHNNDETVLV.LQNA.QIAAHYQREL. D LYA TE............ YELPPTV.
W RS08230 WP 001793467.1 .SENS.SLSKVEDVQV..... KDGDNSKNKGPVYVDVKGAVKHPNVYKMTSKDRVVDEL . . . ........ DKBMQLLEDAD
A RS08005 WP 001802022.1 .SENN.SLSKLEDVQV..... KDGDNSKNKGPVYVDVKGAVKHPNVYKMTSKDRVVDEL . . ......... DKBMQLLDDAD
BSU 25590 NP 390437.1 .VKQAVPTETENTVVK. . ... QEANNDESNETIVIDIKGAVQHPGVYEMRTGDE . . .MSQ....... ATEKA[METSEQAD
ABD1 RS03060 WP 043960841.1 ..t e e e e e e e e e e e e e e e e e MQYSMRFWKNEYFVEBIMLCLGVISPSVCAQSFD. .QN
HON27 RS14740 WP 005124713 . 1 e e e e e e e e e e e e e e e e e e e e MQYSMRFWKNEYFLBIMLCLGVISPSVCAQSFD. .QN
STER RS07485 WP 011681496.1 .SKQSSQSLSEASSQS..... KTEGSEKVKSKVTVDVKGAVVNPGVYTIKAGA ...MTD....... VIQEAMEMTEDAD
ACIAD RS13855 WP 004924483 .1 . it e e e e e e e e e e e e e e e MSIRHFFTFFWATLLTLFSM....... QIVFAQEFDQQ. .
SMSK321 RS04960 WP 000443804.1  ....... SSTEKDVKK. .. .. EEKEEPVEQDLITVDVKGAVKSPGIYDBSVGSHE. . .MIND....... AVQKAMELTEQAD
SM12261 RS04300 WP 000387351.1  ....... SVSEKEVKK. . ... EEKEEPLEQDLITVDVKGAVKSPGIYDBPVGS ND....... AVQKAMELTEQAD
SP RS04730 WP 000387344.1  ....... SSTEKEVKK. . ... EEKEEPLEQDLITVDVKGAVKSPGIYDBPVGS ND....... AVQKAMELTEQAD
KZH43 RS04195 WP 000387330.1 ....... LVSEKEVNK. .. .. EEKEEPLEQDLITVDVKGAVKSPGIYDBPVGS ND....... AVQKAMELTEQAD
SPD RS04535 WP 000387330.1 ....... LVSEKEVNK. .. .. EEKEEPLEQDLITVDVKGAVKSPGIYDBPVGS ND....... AVQKAMELTEQAD
SPR RS04295 WP 000387330.1 ....... LVSEKEVNK. .. .. EEKEEPLEQDLITVDVKGAVKSPGIYDBPVGS ND....... AVQKAMELTEQAD
45 ET495 RS18545 WP 245003416 . 1 . . i i i ittt e e e e e e e e e e e e e e e e e e e e e e e e e e
NGFG RS10560 WP 003703428 . 1 & it it it et e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e MSR{EEATP. . .
NGFG RSO09375 WP 003703428 . 1 ottt e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e MSR{HEATP. . .
NGFG RSO7215 WP 003703428 . 1 it e e e e e e e e e e e e e e e e e e e e e e e e e e e e e MSR{EEATP. . .
NGFG RSO6525 WP 003703428 . 1 . it it it et et e e e e e e e e e e et e e e e e e e e e e e e e e e e e e e e e e e e e MSR{HEATP. . .
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NTDB id 105 BSU 25590 NP 390437.1 EAQUMNBAET IPKIQEEETAVQQGGG.G. .. .SVQSDGGKGALVAVSSY TSR EJRRQ .

NTDB id 1069 ABD1 RS03060 WP 043960841.1 FQEWKMKQQMYDBIQKIMNISKSSHSNSSKIS......... QTKNFNDSTGQ

NTDB id 1041 HON27 RS14740 WP 005124713.1 FQEWKAKQQMYBIQKIMNITKSSHSNGSKIS......... QTKNFNDSTGQ

NTDB id 300 STER RS07485 WP 011681496.1 AKS.N.AAS VANKDENVSVLDQTGTGQVSDKGGQAVSKDGK NLNNA B3 L[}

NTDB id 1014 ACIAD RS13855 WP 004924483.1 = YDAWKTQQKAHBMTR....... LNSSAS.HHSL..... SKPTQQSGTGVEKNAERYSESHAKIAMQ .

D000 0HD0 0NN

NTDB id 521 SMSK321 RS04960 WP 000443804.1 SKSEN VPTIQYEESASQHTG. . . . .. SGAPSSTSKDKKEWRIKESSIL EIARK .
NTDB id 493 SM12261 RS04300 WP 000387351.1 SKSENEAQK VPTIQYEEAASQQAG. ... .. PGTASSTSKEKK\APRYKENSILEJNRK .
NTDB id 153 SP RS04730 WP 000387344.1 SKSENBAQK VPTIQYEEAVSQQTG. ... .. SGTASSTSKEKK ANRUKESSIL EJRK .
NTDB id 263 KZH43 RS04195 WP 000387330.1 SKSENEAQK VPTIQYEEAVSQQTG. ... .. LGTASSISKEKK|ANBYKESILE}HRK
NTDB id 222 SPD RS04535 WP 000387330.1 SKSENBEAQK VPTIQYEEAVSQQTG. ... .. LGTASSISKEKK| ANRIKESSIL EJRK .
NTDB id 188 SPR RS04295 WP 000387330.1 SKSENBEAQK VPTIQYEEAVSQQTG. ... .. LGTASSISKEKK|\ BB KESE|LERK .
NTDB id 342845 ET495 RS18545 WP 245993416.1 . . . . . . i e e e e e e e e
NTDB id 1127 NGFG RS10560 WP 003703428.1 YRFELBMRHIMARCG|BESATLISGKTMKKMFVLE . . . .. CMLFSCAFSLAAARRYALSIQ QARE . A
NTDB id 1126 NGFG RS09375 WP 003703428.1 YRFELBRHIMARCGIHEEATLISYKTMKKMFVLE . . . .. CMLFSCAFSLAARERYALSIQQARE . A
NTDB id 1125 NGFG RS07215 WP 003703428.1 YRFELBMRHIMARCGBEEA TLISKTMKKMFVLE . . . .. CMLFSCAFSLAAMERYALSIQQARE . A
NTDB id 1108 NGFG RS06525 WP 003703428.1 YRFELEBRHIMARCGIHEBATLI(EKTMKKMFVLE. . . .. CMLFSCAFSLAAREBYALSIQQINE . A
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