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NTDB id 342737 EPH95 RS18100 WP 227003978.1 MM...NEEWKASMDKITGTVSHVIFRNEKNGYTVLNIHVDDATPAVDASSISVVGHFPFPPEEDLLTFYGQFHEHERYGR 77
NTDB id 355 BSU 27480 NP 390625.1 MQQHPDQLKLEEEPYLKGTVNTVIYHNDTNLYTVLKVKVTETSEAIEDKAVSVTGYFPALQEEETYTFYGKIVTHPKFGL 80
consensus ! *** * * !!! *!!**!* ! !!!! **! * **!** *!! !*!! **!!* !!!! * !***!
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NTDB id 342737 EPH95 RS18100 WP 227003978.1 QFNMELYEPYIPEGKPAVIQYLSSERFPGIGKKTASRVVAELGESAIDKILHQPNLLYDIPDIKRQQADVLTERLMEEQE 157
NTDB id 355 BSU 27480 NP 390625.1 QFQAEHFKKEIPTTKEGIIQYLSSDLFEGIGKKTAEEIVKKLGDSAINKILADASVLYDVPRLSKKKADTLAGALQRHQG 160
consensus !!* !** * !! !***!!!!!!* !*!!!!!!! *! !!*!!! !!!* * *!!!*! * * !! ! ! *!
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NTDB id 342737 EPH95 RS18100 WP 227003978.1 IAGVMSRLITYGFGTELATKIIQAYKGETLNVVEKDPYQLVQDIEGIGFQKADALGVQLGIAPTEKKRLRAGLLFSLWQM 237
NTDB id 355 BSU 27480 NP 390625.1 LEQIMISLNQFGFGPQLSMKIYQAYESETLEKIQENPYQLVKDVEGIGFGKADELGSRMGLSGNHPERVKAAILYTLETT 240
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NTDB id 342737 EPH95 RS18100 WP 227003978.1 SQSVGHVYLPVDFWIEEALKVLNYRNLE...VDATMLQKEIVELDEEGTVAVPDERAYILSLFFAEKGLATNVNRLL.DT 313
NTDB id 355 BSU 27480 NP 390625.1 CLSEGHTYIETEQLIIDTQSLLNQSAREGQRITEMDAANAIIALGENKDIVIEDGRCYFPSLFYAEQNVAKRVKHIASQT 320
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NTDB id 342737 EPH95 RS18100 WP 227003978.1 EIQETFAEDLYLKTLGELEQDFDITYAERQKEAVELALKSPLMILTGGPGTGKTTVIRAIVEMFKRMRGWN.....QRKE 388
NTDB id 355 BSU 27480 NP 390625.1 EYENQFPESEFLLALGELEERMDVQYAPSQKEAIQKALSSPMLLLTGGPGTGKTTVIRGIVELYGELHGVSLDPSAYKKD 400
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NTDB id 342737 EPH95 RS18100 WP 227003978.1 KKLPVLLAAPTGRAAKRMAEATGLKAFTIHKWLGWRGDEEEFLEHDEENPLEGELLIIDEASMIDLWLANQLFKAIPAGM 468
NTDB id 355 BSU 27480 NP 390625.1 EAFPIVLAAPTGRAAKRMSESTGLPAVTIHRLLGWNGAEG..FTHTEDQPIEGKLLIIDEASMLDIWLANHLFKAIPDHI 478
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NTDB id 342737 EPH95 RS18100 WP 227003978.1 QVIIVGDEDQLPSVGPGQVLGDLLRSEKIPAISLSAVYRQAEGSSIIDLAHDLKEAKLSADFTEAKPDRSFITCQGTSMP 548
NTDB id 355 BSU 27480 NP 390625.1 QIIIVGDEDQLPSVGPGQVLRDLLASQVIPTVRLTDIYRQAEGSSIVELAHQMKNGLLPNNLTAPTKDRSFIRCGGSQIK 558
consensus !*!!!!!!!!!!!!!!!!!! !!! ! !! * !* *!!!!!!!!!**!!! *! * !* ! * *!!!!! ! !* **
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NTDB id 342737 EPH95 RS18100 WP 227003978.1 DVIIQICQKAMDKGYTARDIQVLAPMYKGTAGIHLLNERLQALFNPPKQGKRSMTYGDVPFRNGDIVLQLVNNPEDNVFN 628
NTDB id 355 BSU 27480 NP 390625.1 EVVEKVVANALKKGYTAKDIQVLAPMYRGKAGINELNVMLQDILNPPKEKRRELKFGDVVYRTGDKILQLVNQPENNVFN 638
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NTDB id 342737 EPH95 RS18100 WP 227003978.1 GDRGEIIALLKEKETEDGKEKLVVNFDGIEVYYEKQDLKQITLAYCSSIHKAQGSEFPIVIVPLSMSYRRMLKRNLLYTA 708
NTDB id 355 BSU 27480 NP 390625.1 GDIGEITSIFYAKENTEKEDMAVVSFDGNEMTFTKKDFNQFTHAYCCSIHKSQGSEFPIVVLPVVKGYYRMLRRNLLYTA 718
consensus !! !!! * !! * * !! !!! !* * ! ! ! !*!!!*!!!! !!!!!!!!**!* ! !!!*!!!!!!!
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NTDB id 342737 EPH95 RS18100 WP 227003978.1 ITRARDSLIMVGEQRAFSLAAETNDQHSRYSHLHIRIQEAS....TNHENVKE.GQY....................... 760
NTDB id 355 BSU 27480 NP 390625.1 ITRAKKFLILCGEEEALEWGVKNNDATVRQTSLKNRLSVQVEEMDAELEALQKELPFSVHDANIGMEGITPFDFMKEEQQ 798
consensus !!!!* !!**!! ! * !! * ! **!* !* **** *! * * *************************
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