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NTDB id 342710 EPH95 RS00715 WP 142086466.1 MLEELTIRNFAIIEELTIPFASGLTVLTGETGAGKSIIIDALGLLAGGRGSVDFVRHESKKAEVEGLFIVPNDHLARERV 80
NTDB id 352 BSU 24240 NP 390304.2 MLAELSIKNFAIIEELTVSFERGLTVLTGETGAGKSIIIDAISLLVGGRGSSEFVRYGEAKAELEGLFLLESGHPVLGVC 80
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NTDB id 342710 EPH95 RS00715 WP 142086466.1 TSAGIECEEGMIVLRREISRKGKSVCRVNGQLVTLTTLRSIGQTLVDIHGQHEHQELLQMDKHSGMVDGYAASTLASLKS 160
NTDB id 352 BSU 24240 NP 390304.2 AEQGIDVSDEMIVMRRDISTSGKSVCRVNGKLVTIASLREIGRLLLDIHGQHDNQLLMEDENHLQLLDKFAGAEVESALK 160
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NTDB id 342710 EPH95 RS00715 WP 142086466.1 DYEKHYETYLSIKNELQRLRNSDRENIQRLDLIQYQLEEINQAALSEPDEDEQLEQERYKLAHAEKLYELLQYAYTYLHD 240
NTDB id 352 BSU 24240 NP 390304.2 TYQEGYQRYVKLLKKLKQLSESEQEMAHRLDLIQFQLEEIESAKL.ELNEDEQLQEERQQISNFEKIYESLQNAYNALRS 239
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NTDB id 342710 EPH95 RS00715 WP 142086466.1 EGKGLEWIRESAGHLKEASDIDPALLQTSEQVDSSFYMIEEASYSIREHIDQLDFDPVRLEQIESRLAEIDQLKRKYGGS 320
NTDB id 352 BSU 24240 NP 390304.2 EQGGLDWVGMASAQLEDISDINEPLKKMSESVSNSYYLLEDATFQMRNMLDELEFDPERLNYIETRLNEIKQLKRKYGAT 319
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NTDB id 342710 EPH95 RS00715 WP 142086466.1 ITEILTFVDEIAAEQDALVNLDEHIRQYEEELKEKAAALFSAANALTNGRKEAAKTLSEAIERELADLFMEKTRFSVSFQ 400
NTDB id 352 BSU 24240 NP 390304.2 VEDILEYASKIEEEIDQIENRDSHLQSLKKELDSVGKDVAVEAANVSQIRKTWAKKLADEIHRELKSLYMEKSTFDTEFK 399
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NTDB id 342710 EPH95 RS00715 WP 142086466.1 PPVQG...EEVQSNGQVKTFTKEGQERLEFYMSPNAGEPEKALAKIASGGEISRIMLALKRILSNASQRTALIFDEVDTG 477
NTDB id 352 BSU 24240 NP 390304.2 VRTASRNEEAPLVNGQPVQLTEQGIDLVKFLISTNTGEPLKSLSKVASGGELSRVMLAIKSIFSSQQDVTSIIFDEVDTG 479
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NTDB id 342710 EPH95 RS00715 WP 142086466.1 VSGRVAQAIGEKIASIAAAETQVLCITHLPQVAALASTHMHIAKEEEQGRVQTTVTELGDTERVDELARMLSGTAVTTKT 557
NTDB id 352 BSU 24240 NP 390304.2 VSGRVAQAIAEKIHKVS.IGSQVLCITHLPQVAAMADTHLYIAKELKDGRTTTRVKPLSKQEKVAEIGRMIAGVEVTDLT 558
consensus !!!!!!!!!*!!!* * * *!!!!!!!!!!!!!*! !!**!!!! !! ! ! *! !*! !**!!* ! !! !
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NTDB id 342710 EPH95 RS00715 WP 142086466.1 RENARELLDFATP..... 570
NTDB id 352 BSU 24240 NP 390304.2 KRHAKELLKQADQVKTTG 576
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