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NTDB id 1157 A1552VC RS03895 WP 001888250.1 .........MVEDTASVAALYRSYLTPLDIDINIVGTGRDAIESIGRREPDLILLDLRLPDMTGMDVLYAVKEKSPDVPI 71
NTDB id 1045 H0N27 RS16330 WP 168727019.1 MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVSQNYPNTPI 80
NTDB id 342644 EQU24 RS04205 WP 017840699.1 ..MKHPLTLVVDDEPDIRELLSITLKRMNIDTLCAENVSSARRLLQQHPFDLCLTDMKLPDGNGLELVEYLQSTGSTIPI 78
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ..MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQQRHPQTPV 78
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NTDB id 1157 A1552VC RS03895 WP 001888250.1 VFMTAHGSIDTAVEAMRHGAQDFLIKPCEADRLRVTVNNAIRKASKLKNDVDNKNQNYQGFIGSSQTMQAVYRTIDSAAS 151
NTDB id 1045 H0N27 RS16330 WP 168727019.1 AVLTAYGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVEHDTTE.NALENKLLIGRSLPIQQLRIAIKKIAR 159
NTDB id 342644 EQU24 RS04205 WP 017840699.1 AVITAHGNMDTAIKAMKAGAFDFISKPVDLPVLRQIVTKALQLAPD..ADTK.ERRTRHILLGESEPMRQVRSKIDKLAR 155
NTDB id 1473 PAKAF RS24000 WP 003094694.1 AMITAYGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRNP...EAE.EAPVDNRLLGESPPMRALRNQIGKLAR 154
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NTDB id 1157 A1552VC RS03895 WP 001888250.1 SKASIFITGESGTGKEVCAEAIHAASKRGDKPFIAINCAAIPKDLIESELFGHVKGAFTGAATERQGAAEAADGGTLFLD 231
NTDB id 1045 H0N27 RS16330 WP 168727019.1 SQAPVFVTGESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSAHGGSLFLD 239
NTDB id 342644 EQU24 RS04205 WP 017840699.1 SQAPVYISGESGSGKELVARLIHQQSPRSDKPFVAVNCGAIPPELMESEFFGHKKGSFSGAIADKKGLFQAAEGGTLFLD 235
NTDB id 1473 PAKAF RS24000 WP 003094694.1 SQAPVYISGESGSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGAIEDKQGLFQAASGGTLFLD 234
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NTDB id 1157 A1552VC RS03895 WP 001888250.1 ELCEMDLDLQTKLLRFIQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVQEGRFREDLYYRLYVIPLHLPPLRARGDDVI 311
NTDB id 1045 H0N27 RS16330 WP 168727019.1 EIAELPLSMQVKLLRAVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPPLRERGEDVL 319
NTDB id 342644 EQU24 RS04205 WP 017840699.1 EVADLPPSLQVKLLRAIQEKKVRAVGEQHETPVDVRILSATHKDLNQLVQEGVFRQDLYYRINVIDLNIPPLRERGADIA 315
NTDB id 1473 PAKAF RS24000 WP 003094694.1 EVADLPMAMQVKLLRAIQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYYRLNVIELRVPPLRERREDIP 314
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NTDB id 1157 A1552VC RS03895 WP 001888250.1 EIAYSLLGFMSKEEGKDFVRLSAEVVERFRQYEWPGNVRQLQNVLRNVVVLNEGREITLDMLPPPLNQMSAPINRALPLA 391
NTDB id 1045 H0N27 RS16330 WP 168727019.1 LLANHFIQKICMEWETPPKQLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPLRANI....SNPFA 395
NTDB id 342644 EQU24 RS04205 WP 017840699.1 QLAEHILASLNSNN.FYRVQLSESALTALKRYRFPGNVRELENILERAVALSDGKTIDADDLNLPINPEIV......... 385
NTDB id 1473 PAKAF RS24000 WP 003094694.1 LLAERILKRLAGDTGLPAARLTGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDLRLADAPGAS......... 385
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LEANDCDGNIPEKRADKTATYLDVSAILPLSI LMTNQIYARLKNEELMNNQTHTRWNEKRKTLVAKAEAQKKREKLEGMRLSTFRSMLRYRLKKFLG
NTDB id 1157 A1552VC RS03895 WP 001888250.1 HENK...VSVHEIFPLWMTEKQAIEQAIEACDGNIPRAATYLDVSPSTIYRKLQTWNEKVKEKEKER............. 455
NTDB id 1045 H0N27 RS16330 WP 168727019.1 SAAQSIQTTVAAPQAVKKLPSEGLERYLEN....IEKD.......ILLNALNMTHWNRTLAAKKLGMTFRSLRYRLKKFG 464
NTDB id 342644 EQU24 RS04205 WP 017840699.1 ...........PDAPAFDPSKASLEDYLED....IERT.......AITIALENNRWNKTAAAKELGLSFRSLRYRLKKLG 443
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ...........QEGAASLSEIDNLEDYLED....IERK.......LIMQALEETRWNRTAAAQRLGLTFRSMRYRLKKLG 443
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