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IKAPEVAVEQRSADGTIKWAMQVGDQQ ETVYIPEADRATLCVSSQVGCALACTFCSTAQQGFNRNLTV EIIGQVWRASKIIGN
IKAPEV VEQRS DGTIKWAMQVGDQQIETVYIPEADRATLCVSSQVGCALACKFCSTAQQGFNRNLTVSEIIGQVWRASKIIGN
TKAPEVAVEQRSADGTIKWAMIYVGDQQIETVYIPERDRATLCVSSQVGCALACTFCSTAQQGEFNRNL VSEITIGQVWRASKIIGN
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FGVTGVRPITNVVMMGMGEPLLN BNV PAMEIMLDDFAYGLSKRRVTLSTSGVVPALDIRYGNIIDVALAISLHAPNDELRDETI
FGVTGVRPITNVVMMGMGEPLLN NNVIPAMEIMLDDFAYGLSKRRVTLST GVVPALDMMREI4IDVALAISLHAPNDELRDEI
FGVTG RPITNVVMMGMGEPLLN NNVIPAMEIMLDDFAYGLSKRRVTLSTSGVVPALDSWMREWNIDVALAISLHAPNDELR E
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PLNKKYNIKNLIDSVN YLRVSNANHGKVTIEYVMLDH NDBIVEHAHQLAEVLKNTPCKINLIPWNPFPEAPYAKSSNTRIDRFQ
P NKKYNIKML DSVEKYLEVSNANHGKVTIEYVMLDHVND{JEHAHQLAEVLKNTPCKINLIPWNPFPEAPY KSSN R DRFQ
PLNKKYNIKMLIDSVNKYLEVSNANHGKVTIEYVMLSHVNDIWVEHAHQLA VLKNTPRKINLIPWNPFPEAPYAKSSNTRIDRFQ
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KTLMEYGETVIVRKTRGDDIDAACGQLAGDVIDRTKRTE K FGNGIAVQ 386
KTLMEYGFTVIVRKTRGDDIDAACGQLAGDVIDRTKRTRIEKRKE GG I AVQN]:! 393
KTLMEYGFTVE\VRKTRGDDIDAACGQLAGDVIDRTKRTIJEKRKFGIRGIAVQNQ 386
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