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NTDB id 1434 BW25113 RS17685 WP 001333371.1 .MLTVPGLCWLCRMPLALGHWGICSVCSRATRTDKTLCPQCGLPATHSHLPCGRCLQKPPPWQRLVTVADYAPPLSPLIH 79
NTDB id 1458 ASU2 RS11390 WP 005624668.1 .MNYWGFRCIHCRKPLAIAQHTICSSCYRKIEK.SCYCGCCGALLPENQLYCGNCLRNEPKWHRIVQIAYYKPPLSDWIH 78
NTDB id 34252 D7S RS06310 WP 005539162.1 .MNVFQSCCVHCHTPLKLAKHGLCSRCNRTIRR.FAYCGCCGAELAENALHCGNCLRQEPAWDRMVIIGRYNEPLSTLIH 78
NTDB id 1348 HI 0434 AAC22093.1 MMNFFNFRCIHCRGNLHIAKNGLCSGCQKQIKS.FPYCGHCGSELQYYAQHCGNCLKQEPSWDKMVIIGHYIEPLSILIQ 79
NTDB id 1374 NTHI RS02640 WP 011272045.1 .MNFFNFRCIHCRGNLHIAKNGLCSGCQKQIKS.FPYCGHCGAELQYYAQHCGNCLKQEPSWDKMVIIGHYIEPLSILIH 78
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NTDB id 1434 BW25113 RS17685 WP 001333371.1 QLKFSRRSEIASALSRLLLLEVLHARRTTGLQLPDRIVSVPLWQRRHWRRGFNQSDLLCQPLSRWLHCQWDSEAVTRTRA 159
NTDB id 1458 ASU2 RS11390 WP 005624668.1 RFKFQDQFWLDQGLARLLLLAIKQAQRTHQLELPEVIFPVPLFWHREWQRGFNQAQLLAEHLSNWLNIPLDNVSLKRVRA 158
NTDB id 34252 D7S RS06310 WP 005539162.1 RFKFQNQFWLDYTLARLLYLAIREARRTHQLPLPEVILPVPLHHFRQWRRGYNQADLLAQQLAKWFKIPVDNGLLLRAKR 158
NTDB id 1348 HI 0434 AAC22093.1 RFKFQNQFWIDRTLARLLYLAVRDAKRTHQLKLPEAIIPVPLYHFRQWRRGYNQADLLSQQLSRWLDIPNLNNIVKRVKH 159
NTDB id 1374 NTHI RS02640 WP 011272045.1 RFKFQNQFWIDRTLARLLYLAVRDAKRTHQLKLPEAIIPVPLYHFRQWRRGYNQADLLSRQLSRWLDIPNLSNIVKRVKH 158
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NTDB id 1434 BW25113 RS17685 WP 001333371.1 TATQHFLSARLRKRNLKNAFRLELP...VQGRHMVIVDDVVTTGSTVAEIAQLLLRNGAAAVQVWCLCRTL 227
NTDB id 1458 ASU2 RS11390 WP 005624668.1 TYSQRQLTAYERKRNLKGAFRYTPN...RAYHRVAIIDDVVTTGSTLNAICAELLKQGVQHIQVWTLARA. 225
NTDB id 34252 D7S RS06310 WP 005539162.1 TPTQRGLTAKDRRHNLKNAFRISTNDRHFPYRSVALVDDVITTGSTLNEIAKRLRQANVVHIQVWGLART. 228
NTDB id 1348 HI 0434 AAC22093.1 TYTQRGLSAKDRRQNLKNAFSLAVSKNEFPYRRVALVDDVITTGSTLNEISKLLRKLGVEEIQVWGLARA. 229
NTDB id 1374 NTHI RS02640 WP 011272045.1 TYTQRGLSAKDRRQNLKNAFSLVVSKNEFPYRRVALVDDVITTGSTLNEISKLLRKLGVEEIQVWGLARA. 228
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