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NTDB id 1186 GTF74 RS01320 WP 000788426.1 ELLKTDVADDKLYLLDVKDFSTPVESVEVFRKEPSTQLVVTVDGEFQHDYTLK.GKYLEVVISKLKADEKPKPKSVLEKE 155
NTDB id 1175 A1552VC RS12105 WP 000788426.1 ELLKTDVADDKLYLLDVKDFSTPVESVEVFRKEPSTQLVVTVDGEFQHDYTLK.GKYLEVVISKLKADEKPKPKSVLEKE 155
NTDB id 1408 DSB67 RS13980 WP 010643500.1 DLLNTSVKDDQLYLLDVKDFSTVVESVEVFRDTSTTRLVAYIDEDYSHDYRLT.GRYLEVKVGKLKANEKAPDKSILDKE 156
NTDB id 34247 D7S RS05070 WP 014702362.1 ...........................................MKSILSRWLKCGLFFGCFLSLT..........VQAEQ 27
NTDB id 1347 HI 0435 AAC22094.1 ..............................................MKKYFLKCGYFLVCFCLPLIVF......ANPKTD 28
NTDB id 1373 NTHI RS02645 WP 011272046.1 ..............................................MKKYFLKCGYFLVCFCLPLIVF......ANPKTD 28
NTDB id 1465 ASU2 RS06170 WP 014991934.1 ..........................................................MKRMILLLFF......ILPPVI 16
NTDB id 1381 A4U84 RS02010 WP 021113424.1 ..........................................................MRYLFLLFFA......TFPVLA 16
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NTDB id 1186 GTF74 RS01320 WP 000788426.1 GKLISINFQDIPVRNVLQLIADYNGFNLVVSDSVVGNLTLRLDGVPWQQVLDIILQVKGLDKRVDGNVILIAPKEELDLR 235
NTDB id 1175 A1552VC RS12105 WP 000788426.1 GKLISINFQDIPVRNVLQLIADYNGFNLVVSDSVVGNLTLRLDGVPWQQVLDIILQVKGLDKRVDGNVILIAPKEELDLR 235
NTDB id 1408 DSB67 RS13980 WP 010643500.1 GKLISINFQDIPVRNVLQLIADYNQFNLVVSDSVEGNLTLRLDGVPWQQVLDIILQVKGLDKRVDGNVILVAPKDELDLR 236
NTDB id 34247 D7S RS05070 WP 014702362.1 NPVFSIRLKQAPLVPTLQQLALAHNTNLIIDDELQGTVSLQLENVDLDQLFRSVAKIKQLDLCQENGIYYFIKGDTNTK. 106
NTDB id 1347 HI 0435 AAC22094.1 NERFFIRLSQAPLAQTLEQLAFQQDVNLVIGDILENKISLKLNNIDMPRLLQIIAKSKHLTLNKDDGIYYLNGSQSGKGQ 108
NTDB id 1373 NTHI RS02645 WP 011272046.1 NECFFIRLSQAPLAQTLEQLAFQQDVNLVMGERLEGNISLKLNNIDMPRLLKIIAKSKHLTLNKDDGVYYLNGSQSGKGQ 108
NTDB id 1465 ASU2 RS06170 WP 014991934.1 AHAFSISLKNAPTAKILSYLAEEHGKNIVLSDNIETNTTLRIENSNFDSVLKSITRANKLTSAYENQIYFIGHKKDDKDP 96
NTDB id 1381 A4U84 RS02010 WP 021113424.1 NQQISLSIRNAPTAEIISYLAEETGKNITISDEIKDTKNFRVEKSHFDEILNSLIKTHQLNLKKENGIYYIHQAQEHKQH 96
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NTDB id 1186 GTF74 RS01320 WP 000788426.1 EKQA.....LEKARLAEELGDLKSEIIKINFAKASDIAAMIGGEGNVNMLSERGSISIDERTNSLLIRELPDNIAVIREI 310
NTDB id 1175 A1552VC RS12105 WP 000788426.1 EKQA.....LEKARLAEELGDLKSEIIKINFAKASDIAAMIGGEGNVNMLSERGSISIDERTNSLLIRELPDNIAVIREI 310
NTDB id 1408 DSB67 RS13980 WP 010643500.1 EKQQ.....LEKQKLEKEIGELSSEIIKVNFAKASDIAEMINGEGNISMLSDRGSMTIDERTNSLLIRELPENIEVIREI 311
NTDB id 34247 D7S RS05070 WP 014702362.1 FAGKMEEPFPLSLPMAEEPAQLTTATIKLHFAKASEVMKSLT.GGSGSLLSPNGSITFDDRSNLLLIQDEPRSVRNIKKL 185
NTDB id 1347 HI 0435 AAC22094.1 VAGN..........LTTNEPHLVSHTVKLHFAKASELMKSLT.TGSGSLLSPAGSITFDDRSNLLVIQDEPRSVQNIKKL 177
NTDB id 1373 NTHI RS02645 WP 011272046.1 VAGN..........LTTNEPHLVSHTVKLHFAKASELMKSLT.TGSGSLLSSAGSITFDDRSNLLVIQDEPRFVQNIKKL 177
NTDB id 1465 ASU2 RS06170 WP 014991934.1 NRG.........LNLELLKPKLITKTIKLDYAKAAEVIESLT.KGSGNFLSENGYLHFDDRSNSLIIKDSPESMKNIVKL 166
NTDB id 1381 A4U84 RS02010 WP 021113424.1 T.T.........AQLVNALPKLITKTIKLHYSKASEVIESLT.KGQGNLLSESGYLHFDDRSNSIIVKDSAASVKNFTQL 165
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NTDB id 1186 GTF74 RS01320 WP 000788426.1 IESLDIPVKQVQIEARIVTVKEGNLEELGVRWGVMST.NGSHSVGGSIESNLWQKGLLAD........DEFPVDEFLNVN 381
NTDB id 1175 A1552VC RS12105 WP 000788426.1 IESLDIPVKQVQIEARIVTVKEGNLEELGVRWGVMST.NGSHSVGGSIESNLWQKGLLAD........DEFPVDEFLNVN 381
NTDB id 1408 DSB67 RS13980 WP 010643500.1 IESLDIPVKQVQIEARIVTINEGNMDELGVRWGFTSI.NGSHTVGGSIENNLATIGLYDGGGEGDDGGSSVGIDDFLNVN 390
NTDB id 34247 D7S RS05070 WP 014702362.1 IKELDKPIEQIAIEARIVTINDESLKELGVRWGIFNPTENAHRIGGSLAGNGF.................DNLVNQLNVN 248
NTDB id 1347 HI 0435 AAC22094.1 IAEMDKPIEQIAIEARIVTITDESLKELGVRWGIFNPTENARRVAGSLTGNSF.................ENIADNLNVN 240
NTDB id 1373 NTHI RS02645 WP 011272046.1 IAEMDKPIEQIAIEARIVTITDESLKELGVRWGIFNPTENARRVAGSLTGNSF.................ENIADNLNVN 240
NTDB id 1465 ASU2 RS06170 WP 014991934.1 IRNLDRPTEQIAIEARIVTISSENLQELGVRWGMFSPANGHHKIAGSLEANGL.................PN.TNHLNVN 228
NTDB id 1381 A4U84 RS02010 WP 021113424.1 IESLDKPTEQIAIEARIVTISSEHLQQLGVRWGLFSPNENHYKLAGNLEGNGL.................T..TNNLNVN 226
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NTDB id 1186 GTF74 RS01320 WP 000788426.1 LASTSANASSIAFQVAKLGSGTLLDLELSALQNESKAEIISSPRLITTNKQPAYIEQGTEIPYLESS.SSGASTVAFKKA 460
NTDB id 1175 A1552VC RS12105 WP 000788426.1 LASTSANASSIAFQVAKLGSGTLLDLELSALQNESKAEIISSPRLITTNKQPAYIEQGTEIPYLESS.SSGASTVAFKKA 460
NTDB id 1408 DSB67 RS13980 WP 010643500.1 LAATSPNATSIAFQVAKLGSDTLLDLELSALQQESKAEIISSPRLITTNKKPAYIEQGTEIPYLESS.SSGATSVTFKKA 469
NTDB id 34247 D7S RS05070 WP 014702362.1 FPTTTTPAGSVALQVAKIN.GRLLDLELTALERENNVEIIASPRLLTTNKKSASIKQGTELPYILVNEKSGSQSVEFREA 327
NTDB id 1347 HI 0435 AAC22094.1 FATTTTPAGSIALQVAKIN.GRLLDLELSALERENNVEIIASPRLLTTNKKSASIKQGTEIPYIVSNTRNDTQSVEFREA 319
NTDB id 1373 NTHI RS02645 WP 011272046.1 FATTTTPAGSIALQVAKIN.GRLLDLELSALERENNVEIIASPRLLTTNKKSASIKQGTEIPYIVSNTRNDTQSVEFREA 319
NTDB id 1465 ASU2 RS06170 WP 014991934.1 FPV..NNAASLALQVAKIN.GRVLDLELTALEQENDVEIIASPRLLTTNKKPASIKQGTEIPYVLYNRKDEVKNIEFKEA 305
NTDB id 1381 A4U84 RS02010 WP 021113424.1 FPV..NPSASVALQIAAIN.SRVLDLELTALESENNIEIIASPRLLTTDKKTASIKQGTEIPYAMYSKKEEITDIEFREA 303
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NTDB id 1186 GTF74 RS01320 WP 000788426.1 VLSLKVTPQITPDNRLVLDLSVTQDRRGETVKTGTGEAVSIDTQRIGTQVLVNNGETVVLGGIFQHSINNSVDKVPLLGD 540
NTDB id 1175 A1552VC RS12105 WP 000788426.1 VLSLKVTPQITPDNRLVLDLSVTQDRRGETVKTGTGEAVSIDTQRIGTQVLVNNGETVVLGGIFQHSINNSVDKVPLLGD 540
NTDB id 1408 DSB67 RS13980 WP 010643500.1 VLSLKVTPQITPDNRLVLDLSVTQDRPGQVVKTGTGEAVAIDTQRIGTQVLVNNGETVVLGGIFQHSITNSVDKVPLLGD 549
NTDB id 34247 D7S RS05070 WP 014702362.1 VLGLEVTPHISQDKQILLDLIVSQNSPGSRVAYGLGEVVSIDKQEINTQVFAKDGETIVLGGVFSDTITKGTDKVPVLGD 407
NTDB id 1347 HI 0435 AAC22094.1 VLGLEVTPHISKDNNILLDLLVSQNSPGSRVAYGQNEVVSIDKQEINTQVFAKDGETIVLGGVFHDTITKSEDKVPLLGD 399
NTDB id 1373 NTHI RS02645 WP 011272046.1 VLGLEVTPHISKDNNILLDLLVSQNSPGSRVAYGQNEVVSIDKQEINTQVFAKDGETIVLGGVFHDTITKSEDKVPLLGD 399
NTDB id 1465 ASU2 RS06170 WP 014991934.1 VLGLQVTPHISNDNQILLDLVVTQNSPNSTSST.VHGLVTIDKQELNTQVFAQHGETIVLGGIFQHLTAKGEDRVPILGS 384
NTDB id 1381 A4U84 RS02010 WP 021113424.1 VLGLEVTPHISKQNQILLDLAISQNSPNNQI...NNTMVTIDKQEIKTQVLAKHGETIVLGGIFQHLIAKGEDKVPLLGS 380
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NTDB id 1186 GTF74 RS01320 WP 000788426.1 LPVLGALFRRTYEQMGKSELLIFVTPKVVIQ............................... 571
NTDB id 1175 A1552VC RS12105 WP 000788426.1 LPVLGALFRRTYEQMGKSELLIFVTPKVVIQ............................... 571
NTDB id 1408 DSB67 RS13980 WP 010643500.1 LPLLGALFRRSYENVGKSELLIFVTPKVVIQ............................... 580
NTDB id 34247 D7S RS05070 WP 014702362.1 IPGIKHLFSKESERHQKRELVIFVTPHILRKGETPDAFKQKRIGVNEQIMAKGENKKDLNRK 469
NTDB id 1347 HI 0435 AAC22094.1 IPVIKRLFSKESERHQKRELVIFVTPHILKAGETLEALKQKSEGKK................ 445
NTDB id 1373 NTHI RS02645 WP 011272046.1 IPVIKRLFSKESERHQKRELVIFVTPHILKAGETLEALKQKSAGKK................ 445
NTDB id 1465 ASU2 RS06170 WP 014991934.1 IPVLKKLFSHSSDRISKRELVIFVTPYIIKSEKQQI.SSHSLQKLPPK.............. 431
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