logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1250 GCO85 RS13065 WP 027219989.1
599 KW2 RS05940 WP 021037268.1

525 SMSK321 RS06295 WP 000705298.1
267 KZH43 RS05590 WP 000705306.1
226 SPD RS05990 WP 000705306.1

192 SPR RS05715 WP 000705306.1

157 SP RS06205 WP 000705306.1

497 SM12261 RS05565 WP 000705318.1
342301 ETT48 RS04740 WP 063633159.1
407 SMU RS04605 WP 002262865.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1250 GCO85 RS13065 WP 027219989.1
599 KW2 RS05940 WP 021037268.1

525 SMSK321 RS06295 WP 000705298.1
267 KZH43 RS05590 WP 000705306.1
226 SPD RS05990 WP 000705306.1

192 SPR RS05715 WP 000705306.1

157 SP RS06205 WP 000705306.1

497 SM12261 RS05565 WP 000705318.1
342301 ETT48 RS04740 WP 063633159.1
407 SMU RS04605 WP 002262865.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1250 GCO85 RS13065 WP 027219989.1
599 KW2 RS05940 WP 021037268.1

525 SMSK321 RS06295 WP 000705298.1
267 KZH43 RS05590 WP 000705306.1
226 SPD RS05990 WP 000705306.1

192 SPR RS05715 WP 000705306.1

157 SP RS06205 WP 000705306.1

497 SM12261 RS05565 WP 000705318.1
342301 ETT48 RS04740 WP 063633159.1
407 SMU RS04605 WP 002262865.1

consensus

IINE - DIAKS Moot Emose LD S RV Dl EF

NNLEPLLABNRIMGRIE. . . . . PRT[GIKLQKRWPDLN[MHF QESSVPEMEEAGLEEWLART IKNFDPDFEK THL WLSSS

..IYKLKKSGLTNQQILKVLEYGENVDQELLLGDI..
BT YKLKKSGLTNQQILKVLEYGENVDQELLLGD I
BT YKLKKSGLTNQQILKVLEYGENVDQELLLGD I

BIYKLKKSGLTNQQILKVLEYGENVDQELLLGD I

* % Lk | 5k % ok % K % %k %k %k %k ok %k ok % ok % ok %k % sk ok ok ok Kok Kok Kok kok kokkokok |k kokk Kok Kok Xk

1 g

)

S P VAP e O S B 4

MRPSEFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSR CSKQGAKSVEK IQGLENE
MNP SFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSRACSKQGAKSVEKVIQGLENR
AP SEFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSRACSKQGAKSVEKVIQGLENE
MAPSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSRACSKQGAKSVEKVIQGLENRE
MPSEFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSRACSKQGAKSVEKVIQGLENE

NPSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSRACSKQGAKSVEKVIQGLENR

NP SIRSILD)$AYPIR LISYIY |JPVLLFY[NG LDLLINJPK AVVGSRIWAS[NIGIY VISK IQDLEFM Jg§vVI SGLA GID
* kok D Dskok Dok |okokok | * | Pokok Dokok Dok D DT Dokokokokok | % kokokokokokokokk okokk Dk D11 Ix1 1]

Tk AT ekl o VLSV o L RV BEAK R

EVGIAHIR (O [§GGKTIAV  GTG 'D[epgYP " |38:08 L[ QITE.GL LSE N3P IXGHEPIMRNRII GLNIHY  VEEALWE

TA HIR A |QYVENITIAVIGTGLD FYP|RaN Q ISQNLVLSEYSIRGEIPLK HFPIRNRIIAGLSRGV V|YEAK)®R
TAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIlNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIVAEAKMR
TAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFPARNRITAGLCRGVIVAEAKMR,
TAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIVAEAKMR

TAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIVAEAKMR
TAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIVAEAKMR
TAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIVAEAKMR
T AHMAMLIINGGWTIA IGTGLDRFYPKEN ELQE G HLVL EYGPRE RLE HFPRRNRIIAGLERG ' VEEAKRR

TAAHBA LISIGGINTIAVIGTGLDVjslYPKIEN RLQDYI | HL LSEYI¥NONJQPLK HFPJIRRNRITIAGLBJNGV VAEAKMR|
Dskoskokok skskokokok DD Lokok DD Do Dok | skookok ok ok ok ok skok ok ok skokok | ok | ok | soskokok ok ok UL bbbl s Uk Lok

153
146
147
147
147
147
147
147
145
145

233
226
227
227
227
227
227
227
225
225



AL R EENEAL D el E MM,

NTDB id 1250 GCO085 RS13065 WP 027219989.1 SIS A R MEALIGINAAY T LR lessui HiN P IMAIR (e16y:] Y Sl Ve mA |V ADARNDIS LK IEHHQF TSNKPIFSLASGKENLVKF I 313
NTDB id 599 KW2 RS05940 WP 021037268.1 SGSLITCERAMEEGRD FAIPGIFADGHSDGCHLIQ GAKLVEN QD LAE [N | 282

NTDB id 525 SMSK321 RS06295 WP 000705298.1 SGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVL AEF E F | 282
NTDB id 267 KZH43 RS05590 WP 000705306.1 SGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVL AEF E | 282
NTDB id 226 SPD RS05990 WP 000705306.1 SGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVL AEF E F | 282
NTDB id 192 SPR RS05715 WP 000705306.1 SGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVL AEF E | 282
NTDB id 157 SP RS06205 WP 000705306.1 SGSLITCERAMEEGRDVFATIPGSILDGLSDGCHHLIQEGAKLVTSGQDVL AEF E I | 282
NTDB id 497 SM12261 RS05565 WP 000705318.1 SGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVL AEF E F | 282
NTDB id 342301 ETT48 RS04740 WP 063633159.1 [leSINNNe: EEGRD F\U PGIYILDG)HS GCLIE.GAVTSGD LSIY|. . . . 278
NTDB id 407 SMU RS04605 WP 002262865.1 SGSLITCERAMEEGRDVF)] PGIILDG[NS GCHHLIQEGAK[S TSGIID LIJEF | 280
consensus rrrrnd * 1 1 Pl *okk 1] ! [ ok 1ok | okoskok

logo

FETTTIDXRI I DRSY" EQR/XNVITSCLAELELKCAV I AV Y IR EYER

NTDB id 1250 GCO85 RS13065 WP 027219989.1 GFETTTIDQIIDRSGYGMEQVTSGLAELELKGAVIAVPGGYIRCEYER 361

NTDB id 599 KW2 RS05940 WP 021037268.1 ... e e e e 282
NTDB id 525 SMSK321 RS06295 WP 000705298.1 .. . . e e e e e e e e e 282
NTDB id 267 KZH43 RS05590 WP 000705306.1 ... e e e e e et e 282
NTDB id 226 SPD RS05990 WP 000705306.1 . i e e e e e e 282
NTDB id 192 SPR RSO05715 WP 000705306.1 . e e e e e e e e e 282
NTDB id 157 SP RS06205 WP 000705306.1 . e e 282
NTDB id 497 SM12261 RS05565 WP 000705318.1 ... i e e e e e e e e e 282
NTDB id 342301 ETT48 RS04740 WP 063633159.1 ... . i e e e e e e e i 278
NTDB id 407 SMU RS04605 WP 002262865.1 .. e e e e 280
consensus

X non conserved
B similar
B >50% conserved



