logo

yr<—

DL gestoe DL B e eyl ND%QR&EIEEEEE JFSFey:

NTDB id 1177 A1552VC RS01165 WP 000422572.1

NTDB id 1203 PSJM300 01605 AFN76401.1 EKGESIMRE Q 76

NEYI®DGMETHKESINNY GPRVDG IJAQGEAL . SVADRT AR HA M ARQA KETRI2ANS VVRD 75
A

NTDB id 1019 ACIAD RS04205 WP 004922051.1 HKESINRE 76
NTDB id 34226 EUBELI RS03760 WP 012739029.1 MFT ESRAT T BKEKKLSIAR: lG 7
NTDB id 1307 DR RS10055 WP 010888596.1 MTSGIT IR LA DK GISho Rl T IR\ G 80
NTDB id 1086 NMV RS00245 WP 002218487.1 PMIRVG R MNDQR Y P 76
NTDB id 1116 NGFG RS10615 WP 003690200.1 SIPMIRVEBIG R MNDEIQR pY P 76
NTDB id 1185 GTF74 RS11940 WP 000350195.1 PPM R DG R IMNDQR P 76
NTDB id 1176 A1552VC RS01160 WP 000350195.1 PPM R DG R IMNDQR P 76
NTDB id 1283 ACE17W RS02630 WP 010947729.1 I4 SDLH SAG PPMIRVDG R IMND Q A 76
NTDB id 1259 GC085 RS10305 WP 010947729.1 Il SDLH SAG PPMIRVDG R IMND A 76
NTDB id 1194 PAKAF RS01995 WP 003084552.1 ASDLHLSAG PPMIRVDG R IMND P 76
NTDB id 1202 PSJM300 01600 AFN76400.1 ASDLHLS G PPMIRVDG R IMND P 76
NTDB id 1020 ACIAD RS04210 WP 011182164.1 E] IIASDLHLSAG PPMIRVDG R IMND P 76
NTDB id 1081 FDQR49 RS05335 WP 006581387.1 ASDLHLSAG PPMIRVDG R IMND P 76
NTDB id 1060 ABD1 RS04380 WP 000355489.1 ASDLHLSAG PPMIRVDG R IMND P 76
NTDB id 1040 HON27 RS13360 WP 000355489.1 ASDLHLSAG PPMIRVDG R IMND P 76
consensus * ko |oskokokok ok [ kokk |k kok kx| % * %k * ok * %k * %k % %k 5k 3k k % K *
W eeectlrg LT ol VT SR TR

0 AR R T ol et BT TS TLAR il
NTDB id 1177 A1552VC RS01165 WP 000422572. PF LLP LQN ADNMRGLVLVYGIITGSGKSTT A AMpqelY|iN[a}s( yqelH T 153
NTDB id 1203 PSJM300 01605 AFN76401.1 I¥T E LIALP]B IR |4 AJRSMRGLVLIYGINTG GKST LAAM 155
NTDB id 1019 ACIAD RS04205 WP 004922051.1 LK ERNMSKjte I3 GE\TG GKST LA M 156
NTDB id 34226 EUBELI RS03760 WP 012739029. ELG PIESAAD)] BRYSYRGLVLVTGPTGSGKSTTLA 156
NTDB id 1307 DR RS10055 WP 010888596.1 . IT GLPyR'Ee T ANFNYRGLVLVTGPTGSGKSTTLA M 159
NTDB id 1086 NMV RS00245 WP 002218487.1 NB 155
NTDB id 1116 NGFG RS10615 WP 003690200.1 N 155
NTDB id 1185 GTF74 RS11940 WP 000350195.1 I . E 155
NTDB id 1176 A1552VC RS01160 WP 000350195.1 Y. E 155
NTDB id 1283 ACE17W RS02630 WP 010947729.1 N G E ARGLVLVTGPTGSGKSTTLAA 155
NTDB id 1259 GC085 RS10305 WP 010947729.1 N ARFRVNAFNQSRGI\ AVFRTIPSIX E I AMMRGLVLVTGPTGSGKSTTLAA| 155
NTDB id 1194 PAKAF RS01995 WP 003084552.1 e ARFRVNAFNQNRGINGAVFRT IPS)Y E I PDAMMZRGLVLVTGPTGSGKSTTLAAM 155
NTDB id 1202 PSJM300 01600 AFN76400.1 N ARFRVNAFNQNRGINGAVFRT IPS)Y E ISTIMZRGLVLVTGPTGSGKSTTLAAM 155
NTDB id 1020 ACIAD RS04210 WP 011182164.1 NB ARFRVNFNQRGGAVFRTIPS E D I[OPNEYRGLVLVTGPTGSGKSTTLAAM 155
NTDB id 1081 FDQR49 RS05335 WP 006581387.1 N ARFRVNAFNQWRGEGAVERT IP S|\ Gl D IONGYRG VLVTGPTGSGKSTTLAAM 155
NTDB id 1060 ABD1 RS04380 WP 000355489.1 N ARFRVNAFNQNRGIEIGAVFRTIPS|S E IJI[OPNEYRG VLVTGPTGSGKSTTLAAM 155
NTDB id 1040 HON27 RS13360 WP 000355489.1 N ARFRVNAFNQWRGEGAVERTIP S|\ E D I[ONGERG VLVTGPTGSGKSTTLAAM 155
consensus * kx| | kok o skokokok |okokkk  kokok ok kokkk  kokk kk 1 % %k % [ K3



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177 A1552VC RS01165 WP 000422572.1
1203 PSJM300 01605 AFN76401.1
1019 ACIAD RS04205 WP 004922051.1

Wil

EDPIEFVH|®IK C
EDPIEF H[AE(AWNC
EDPIEF H|®#X¢C TNQREV[esD T)y)

s Wt AR

LA AT R LT

IL GEMREWIEN PMALINJAETGHLVF | TLHISWYARNM

34226 EUBELI RS03760 WP 012739029.1

1307
1086
1116
1185
1176
1283
1259
1194
1202
1020
1081
1060
1040

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177
1203

DR RS10055 WP 010888596.1

NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.1
ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PAKAF RS01995 WP 003084552.1
PSJM300 01600 AFN76400.1
ACIAD RS04210 WP 011182164.1
FDQ49 RS05335 WP 006581387.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1

A1552VC RS01165 WP 000422572.1
PSJM300 01605 AFN76401.1

EDPIE HEJl KB\ INQRE [@8D T3
EDPIEF H)@YK INQREV[ESIDTI®

EDPIEFVHMSKKNLINQRE H[ABITIH
EDPIEFVHMSKKBLINQRE H[AEITIH
EDPIEFVHSIWKCLINQREVH
EDPIEFVHMWWKCLINQREVH

EDPIEFVH@EMNKKCL NQREVH
EDPIEFVH[MBKKCL NQREVH
EDPIEFVHIXSKKCL NQREVH
EDPIEFVHIENNKKCL NQREVH
EDPIEFVHINgKKCLINQREVH
EDPIEFVH@MNKKCLINQREVH
EDPIEFVHMSKKCLINQREVH
EDPIEFVHRSKKCLINQREVH
EE N A * skl DLk |

TR et R

EWALR ALREDPD
INALR ALR MPD
EWJALRSALREDPD
INYALESALREDPD
IQYALRSALREDPD
IQYALRSALREDPD
WPNALRSALREDPD
NPNALRSALREDPD
MIZALRSALREDPD
SIZALRSALREDPD
IMAALRSALREDPD
IWNALRSALREDPD
WHALRSALREDPD

IMBALRSALREDPD
TN

LSeslal I;Qzu@s@ Rl

NI

ILVGEMRDMETIKEYA TAAETGHLVFETLHTifeA ALY
ILVGEMRDMETII®AA TAAETGHLVEIGTLHTRYS AR

G
G

ILVGEWRDIMETIILA TAAETGHLVFGTLHTWYSA

ILVGEMMRDMETIWLA TAAETGHLVFGTLHTNSAp
ILVGEMRDMETIWLALTAAETGHLVFGTLHT SAAK
ILVGEMRDMETIWLALTAAETGHLVFGTLHT SAAK
ILVGEMRDMETIWLALTAAETGHLVFGTLHT SAAK
ILVGEMRDMETIWLALTAAETGHLVFGTLHT SAAK
ILVGEMRDMETIWLALTAAETGHLVFGTLHT SAAK
ILVGEMRDMETIILALTAAETGHLVFGTLHT SAAK
UL Pk sk ke LD DU Dok Dokok

Rﬁm%m;i@l 0

1019 ACIAD RS04205 WP 004922051.1
34226 EUBELI RS03760 WP 012739029.1
1307 DR RS10055 WP 010888596.1

1086 NMV RS00245 WP 002218487.1
1116 NGFG RS10615 WP 003690200.1
1185 GTF74 RS11940 WP 000350195.1
1176 A1552VC RS01160 WP 000350195.1
1283 ACE17W RS02630 WP 010947729.1
1259 GC085 RS10305 WP 010947729.1
1194 PAKAF RS01995 WP 003084552.1
1202 PSJM300 01600 AFN76400.1

1020 ACIAD RS04210 WP 011182164.1
1081 FDQ49 RS05335 WP 006581387.1
1060 ABD1 RS04380 WP 000355489.1
1040 HON27 RS13360 WP 000355489.1

consensus

o

TIDRIIDVFP
IDRI DVFP Q
T DRI DVFPA[§EK
T DRI DVFPA[§EK
TIDRIIDVFP N K
TIDRIIDVFP B K

TIDR IDVFPAEEK MVREIMMLSESL[NAVISQpN
TIDR IDVFPAEEK MVREIMLSESL[NAVISQEN

TIDR IDVFPAEEK MVREWMLSESL[NAVISQpN
*ok | ok ok ok ok ok ok ok K K ok ok * Dkokok | skokokok |

T HD[¢N[€3:AWN HEII IPA RNLIRENK

IEDIGNIGRVA HETH
MUGGGRVAGHEIM
MIGGGRVAMHEIM

.NKGGRVAAIEIM

. NK{{eAWWAL
WIGGGRVAAHEIMI
MUGGGRVAAHEIMI
MOGGGRVAAHEIMI
MIGGGRVAAHEIMI
BIUGGGRVAAHEIMI
MIGGGRVAAHEIMI

®ok | okok ok ok |

* ok ok %k ok % ok

PA RNLIRENK
PAIRNLIREWNK
PATIRNLIREEK

GATRNLIRERK
EIM [¢

[GATRNLIRERK
PAIRNLIREWNK
PAIRNLIREWNK
IIPATRNLIRE[GK
IIPATRNLIRENK
IIPATRNLIRENK
IIPATRNLIRENK
* 11

kokokkokk Xk *

AQMYSE\IQTG
AQMYSHIQTG
AQMYSHIQTG
AQMYSE\IQTG
AQMYSEVIQTG
AQMYSE\IQTG

233
235
236
236
239
235
235
235
235
235
235
235
235
235
235
235
235

313
315
316
316
319
315
315
314
314
314
314
314
314
314
314
314
314



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177
1203
1019

A1552VC RS01165 WP 000422572.1
PSJM300 01605 AFN76401.1
ACIAD RS04205 WP 004922051.1

34226 EUBELI RS03760 WP 012739029.1

1307
1086
1116
1185
1176
1283
1259
1194
1202
1020
1081
1060
1040

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177
1203
1019

DR RS10055 WP 010888596.1

NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.1
ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PAKAF RS01995 WP 003084552.1
PSJM300 01600 AFN76400.1
ACIAD RS04210 WP 011182164.1
FDQ49 RS05335 WP 006581387.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1

A1552VC RS01165 WP 000422572.1
PSJM300 01605 AFN76401.1
ACIAD RS04205 WP 004922051.1

34226 EUBELI RS03760 WP 012739029.1

1307
1086
1116
1185
1176
1283
1259
1194
1202
1020
1081
1060
1040

consensus

DR RS10055 WP 010888596.1

NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.1
ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PAKAF RS01995 WP 003084552.1
PSJM300 01600 AFN76400.1
ACIAD RS04210 WP 011182164.1
FDQ49 RS05335 WP 006581387.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1

A
A
N
N
A
A
A
S
A
A

X non conserved
B similar
>507% conserved

8D SMKEKNKQ .
NLPTIRAVIKS .
g QTNRTANKG .
P QTIRTANKQ .

K HTAHEARLN .
K HTIHEANLY .
R ENIREKIKT .
sl r QTR TANKG .

368
381
383
354
418
347
347
345
345
344
344
344
344
344
345
345
345

s R R E AR e SRRV RESDET . A= AR LR ERas i REF R e A
.. TKRGDDY...GSGSLQNVKI........ DME............
. .LGSETDGEHLTSVS.QGLTL........ EMSDDDPGRSFR. . .
. .LSEEANKPLDNRERMSEMER........ KMTFDGQRRNLK. . .

368
381
383
354
393
347
347
345
345
344
344
344
344
344
345
345
345



