logo

NTDB id 34188 MYY RS09230 WP 000742234.1
NTDB id 475 HSISS4 RS07005 WP 021143809.1
NTDB id 324 STU RS16140 WP 011226306.1
NTDB id 292 STER RS06940 WP 011681419.1
consensus

logo

NTDB id 34188 MYY RS09230 WP 000742234.1
NTDB id 475 HSISS4 RS07005 WP 021143809.1
NTDB id 324 STU RS16140 WP 011226306.1
NTDB id 292 STER RS06940 WP 011681419.1
consensus

logo

NTDB id 34188 MYY RS09230 WP 000742234.1
NTDB id 475 HSISS4 RS07005 WP 021143809.1
NTDB id 324 STU RS16140 WP 011226306.1
NTDB id 292 STER RS06940 WP 011681419.1
consensus

logo

NTDB id 34188 MYY RS09230 WP 000742234.1
NTDB id 475 HSISS4 RS07005 WP 021143809.1
NTDB id 324 STU RS16140 WP 011226306.1
NTDB id 292 STER RS06940 WP 011681419.1
consensus

logo

NTDB id 34188 MYY RS09230 WP 000742234.1
NTDB id 475 HSISS4 RS07005 WP 021143809.1
NTDB id 324 STU RS16140 WP 011226306.1
NTDB id 292 STER RS06940 WP 011681419.1
consensus

logo

NTDB id 34188 MYY RS09230 WP 000742234.1
NTDB id 475 HSISS4 RS07005 WP 021143809.1
NTDB id 324 STU RS16140 WP 011226306.1
NTDB id 292 STER RS06940 WP 011681419.1
consensus

AL 5o T SN TS T D L RSV

NTSGTTYGYVYRSDPE LDYITSNTGPTK FIVTNGVDGLMEADKYGNLVPSVAED

'.TSGTTYGYVYSSDPETLDYITSNTGPTKSVVTNGVDGLMEADKYGNLVPSVAED
TSGTTYGYVYSSDPETLDYITSNTGPTKSVVTNGVDGLMEADKYGNLVPSVAED

0 YN R

WIBVSKDGLTYTYKIRKG KW TS GEEYAMVTAKDFVWNGLKHAAD|SK |3 YLE

WSVSKDGLTYTYKIRKG KWYTS GEEYANVTAKDFVTGLKHAADSKAG IYLVQDSIAGLSDYLSGTNKDFSNVGVKAID YTL
WSVSKDGLTYTYKIRKG KWYTS GEEYANVTAKDFVTGLKHAADSKAG IYLVQDSIAGLSDYLSGTNKDFSNVGVKAIDDYTL

Sy AR S B e

QYTLRYQPEP WNSK|#TYS F P NE FjggWKGRIDF KIJTDPTS LYNGPFLLK[LTAKSS EJJVKNEMNYWDKIANVHISDEJIRNEY YY)
QYTLKPEPYWNSKTTYLLEPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELKNEWYWDKKNVHFDAIK|ESYY]
QYTLKQPEPYWNSKTTYSLLFPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELVKNEHYWDKKNVHFDAIKRSYY]
QYTLKQPEPYWNSKTTYSLLFPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELVKNEHYWDKKNVHFDAIKFSYY

B0 e Tyt

AT R A TR S LKA

PR s s D LA

QA NFA DREJAYF QINGKDGARNLAVRNLFV)QYDFVSAG KTFGDLVEYNRY YGDEWJNGVNIMADEQDGL NA KAKEEFAKAK]S
Q INFAIDRIAYQSQ NGKDGAR\LA RNLFVPSDFVSAGDKTFGDLVTEKMSSYGDEWSGVNIMYDQDGLYNAEKAKTEFAKAK
QAINFAIDRKAYQSQINGKDGAWLAVRNLFVPSDFVSAGDKTFGDLVTEKMSSYGDEWSGVNIJADSJQADGLYNAEKAKTEFAKAKD
QAINFAIDRKAYQSQINGKDGATL VRNLFVPSDFVSAGDKTFGDLVTEKMSSYGDEWSGVNLADSQDGLYNAEKAKTEFAKAKD
F 1 LD bsk b b Ll DD L%

A

AL ADGVQFPIHLD PVDQ SKIM [MIQSIIKQ EWWYLGEENVV DI Q SD J@UNMTP&YAANA EDWD SGGVSW PDYQD
LQADGVQFPIHLDLPVDQSSK NVAQAQSLKQTIEMSLGS NVVID NQLSSDD NATLNAANAAAEDWDISNEVHW PDYQD
ALQADGVQFPIHLDLPVDQSSKLNVAQAQSLKQTIEKSLGSENVVIDINQLSSDDLENJTLNAANAAAEDWDISNEV W PDYQD

ALQADGVQFPIHLDLPV QSSKLNVAQVQSLKQTIEKSLGSENVVIDINQLSSDDLENATLNAANAAAEDWDISNSV W PDYQD

gl F

170
167
167
167

255
252
252
252

340
337
337
337

425
422
422
422

510
507
507
507



s DATHNE O et TR LU N I

U0 U B AR SR Y A e o (VoIS A B L (oI P S TY LD IFKTTSSENTKINFMGYDDPNNAAAAQVGLKDYDALLISAASET DLNJARYDRYAQAQAWLEDSSLVIPLTVGNGAAPVI 592
NTDB id 324 STU RS16140 WP 011226306.1 PSTYLDIFKTTSSENTKI\FMGYDDPNNAAAAQVGLKDYDALLISAASETSDLNVRYDRYAQAQAWLEDSSLVIPLTVGNGAAPRI 592
NTDB id 292 STER RS06940 WP 011681419.1 PSTYLDIFKTTSSENTKEFMGYDDPNNAAAAQVGLKDYDALLRWSAASETSDLNVRYDRYAQAQAWLEDSSLVIPLTVGNGAAPVI 592
consensus

MCE A DR ORR BNt e bl

NTDB id 34188 MYY RS09230 WP 000742234.1 659
NTDB id 475 HSISS4 RS07005 WP 021143809.1 656
NTDB id 324 STU RS16140 WP 011226306.1 657
NTDB id 292 STER RS06940 WP 011681419.1 657

consensus

non conserved
similar
>50% conserved

]



