logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id

587 KW2 RS10850 WP 042211510.1

395
386
430
271
230
196
161
529
501

FSA28 RS09400 WP 257638827.1
SMU RS09030 WP 255262721.1

SGO RS09415 WP 012130941.1
KZH43 RS09260 WP 074196785.1
SPD RS09890 WP 074196785.1

SPR RS09425 WP 074196785.1

SP RS10375 WP 074196785.1
SMSK321 RS09235 WP 080550783.1
SM12261 RS00950 WP 004238896.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id

587 KW2 RS10850 WP 042211510.1
341837 ETT56 RS00665 WP 230373357.1
395 FSA28 RS09400 WP 257638827.1
386 SMU RS09030 WP 255262721.1

430 SGO RS09415 WP 012130941.1

271 KZH43 RS09260 WP 074196785.1
230 SPD RS09890 WP 074196785.1

196 SPR RS09425 WP 074196785.1

161 SP RS10375 WP 074196785.1

529 SMSK321 RS09235 WP 080550783.1
501 SM12261 RS00950 WP 004238896.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id

587 KW2 RS10850 WP 042211510.1
341837 ETT56 RS00665 WP 230373357.1
395 FSA28 RS09400 WP 257638827.1
386 SMU RS09030 WP 255262721.1

430 SGO RS09415 WP 012130941.1

271 KZH43 RS09260 WP 074196785.1
230 SPD RS09890 WP 074196785.1

196 SPR RS09425 WP 074196785.1

161 SP RS10375 WP 074196785.1

529 SMSK321 RS09235 WP 080550783.1
501 SM12261 RS00950 WP 004238896.1

consensus

oL vepysotengmots i sves gy v L AVARE

FLQQD o ‘BN&EI LES\.

sl

AL b )

sk DD Dskokokok Dok Dok | Plskokok 1D skokok Dokokok |1 skok 1ok | okokosk sk ok okoskok |

AL s 1T

LLYFL [IMNGL NYLLPQLD)SQUNIJATI® I

Kij EVETYPLILLWFLE MLGLREYL PQL .
GFSm VTQL L EVHGNpNMMSLISKIERIYL NLISSVKKKL EVEMTYP ILLMFL IMLGL NYLLPQL }qe®
GES VTQL L EVHGNpNNYSLISKIER]YL NLIR#VKKKL EVEMTYP ILLMFL IMLGL NYLLPQL &R
GFSA VTQLSLAE HGNLEL LIMKIEEYLDNLAKVKKKLIEVATYP LLGFL LIM GLRNYLLPQLES[B
G®SSAIVTQLSLAEVHGNLHLSLGKIEEYLDNLAKVKKKLIEVATYPLILLGFLLLIMLGLRNYLLPQLDSSR
G®SSAIVTQLSLAEVHGNLHLSLGKIEEYLDNLAKVKKKLIEVATYPLILLGFLLLIMLGLRNYLLPQLDSSR
G@SSAIVTQLSLAEVHGNLHLSLGKIEEYLDNLAKVKKKLIEVATYPLILLGFLLLIMLGLRNYLLPQLDSSR
GSSAIVTQLSLAEVHGNLHLSLGKIEEYLDNLAKVKKKLIEVATYPLILLGFLLLIMLGLRNYLLPQLDSSR
GFSSAIVTQLSLAEVHGNLHLSLGKIEEYLDNLAKVKKKLIEVATYPLILLGFLLEIMLGLRNYLLPQLDSSR
GFSSAIVTQLSLAEVHGNLHLSLGKIEEYLDNLAKVKKKLIEVATYPLILLGFLLLIMLGLRNYLLPQLDSSH
ok Dokokokok D Dok Dokl DD D skokoskoskokokooskokokok | okorososkokokokok Dok D Do DD Do Dok D Dok Do D Dok | Dok D1 Dokokok

sl

GEFVEB{YLTAYYAREWGNMI[QGMEL QIFQ
GIFVQTYLTAYYAREWGNMISQGMELTQIFQ
GIFVQTYLTAYYAREWGNMISQGMELTQIFQ
GIFVQTYLTAYYAREWGNMISQGMELTQIFQ
GIFVQTYLTAYYAREWGNMISQGMELTQIFQ
GIFVQTYLTAYYAREWGNMISQGMELTQIFQ

GIFVQTYLTAYYAREWGNMISQGMELTQIFQ
* kx|

Dok | ok ok ok ok ok % ok ok |

PN Nl R MR L

QL ELHLKKQLKVKKKLIEVATYP

Uokok | okokox

r OBl

e

GNLPQIFLGMVGLVS

LEMLLALTFYKRE
LILLALTFYKRS
LEMLLALTFYKRE
LEMLLALTFYKRE

NIVFSILARLPF
BVFESILARLPF
NVESILARLPF
BIVEFSTILARLPF
IWMVFSILAR PF
IMVESILAR PF
skokok skokokok okokokok Dokoskokskokskoskok LD Dok Dok DD Dok Dk | ] k%

GNLPQIFLGMVGLVS
GNLPQIFLGMVGLVS
GNLPQIFLGMVGLVS
GNLPQIFLGMVGLVS LWLLALTFYKRSE

GNLPQIFLGMVGIRVS [@LLALTFYKR{¢
* Iskok Dskskskkkskskskskk ko *

156
159
158
158
159
153
1563
153
1563
153
153

236
239
238
238
239
233
233
233
233
233
233



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id

587 KW2 RS10850 WP 042211510.1
341837 ETT56 RS00665 WP 230373357.1
395 FSA28 RS09400 WP 257638827.1
386 SMU RS09030 WP 255262721.1

430 SGO RS09415 WP 012130941.1

271 KZH43 RS09260 WP 074196785.1
230 SPD RS09890 WP 074196785.1

196 SPR RS09425 WP 074196785.1

161 SP RS10375 WP 074196785.1

529 SMSK321 RS09235 WP 080550783.1
501 SM12261 RS00950 WP 004238896.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id

587 KW2 RS10850 WP 042211510.1
341837 ETT56 RS00665 WP 230373357.1
395 FSA28 RS09400 WP 257638827.1
386 SMU RS09030 WP 255262721.1

430 SGO RS09415 WP 012130941.1

271 KZH43 RS09260 WP 074196785.1
230 SPD RS09890 WP 074196785.1

196 SPR RS09425 WP 074196785.1

161 SP RS10375 WP 074196785.1

529 SMSK321 RS09235 WP 080550783.1
501 SM12261 RS00950 WP 004238896.1

consensus

U skok ok ok | ok ok ok ok ok ok ok ok |

PN EENN

X non conserved
B similar
i >50% conserved

&\

e T

IR

IR YPEF
IR YPEF

YPFF
TYPFF
TYPFF
TYPFF
TYPFF
TYPFF
TYPFF

1ok ok ok ok ok ok ok ok ok |

341
344
343
343
344
338
338
338
338
338
338

QlalHaf)

OO e

|

KELSL IEYGEVKSKLGNELEIYAERTWERBIFEFE I8 LWY BJVQPL F
KELSL IEYGEVKSKLGNELEIYAERTWEBIFEE |8 L9y IJVQPL F
KELSLIIEYGEVKSKLGSELEIYAMKTWEINFF[RVNRTMNL QPLVF
KELSLITIEYGEVKSKLGSELEIYAEKTWEAFFTRVNRTMNLVQPLVFI
KELSLITIEYGEVKSKLGSELEIYAEKTWEAFFTRVNRTMNLVQPLVFI
KELSLITIEYGEVKSKLGSELEIYAEKTWEAFFTRVNRTMNLVQPLVFI
KELSLIIEYGEVKSKLGSELEIYAEKTWEAFFTRVNRTMNLVQPLVFI
KELSLITIEYGEVKSKLGSELEIYAEKTWEAFFTRVNRTMNLVQPLVFI

KELSLIIEYGEVKSKLGSELEIYAEKTWEAFFTRVNRTMNLVQPLVFI
FUTLTRDD L Do b D DDkt Dok | okor DD 1 Dsokkokok kb koo | ok |

bt L

316
319
318
318
319
313
313
313
313
313
313



