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NTDB id 34172 BGLU RS16335 WP 015877038.1 MKASLQLRLSQHLALTPQLQQSIRLLQLSTLELQQEVAMAVAQNPLLENDDEWIASPLRVAADGSLIAQTPPSSAPEPMQGAPVG 85
NTDB id 1425 RS RS02020 WP 011000369.1 MKQSLQLRLSQHLALTPQLQQSIRLLQLSTIELQQEVEQALTENPLLERENEWLDTSARIGADGSVNALQSSSATPLPTESPPPA 85
consensus !! !!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!! !* !!!!! * !!* ** !**!!!!* ! **! ! ! *!**
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NTDB id 34172 BGLU RS16335 WP 015877038.1 GDAPAGERSERDDGSGGDDYDSYSGSDGDASQWNLDDYGRTSGASDDDDLPPLQVHETSTSLRDHLSAQLRVTQASPRDRALITF 170
NTDB id 1425 RS RS02020 WP 011000369.1 ANGADHADTAEASYENGSDFDSDYG..TERSDWSLDDFARKPQS.DEDDRAPMQLREAEPTQREFLMEQLAPLKLSPRDKGLVIF 167
consensus * ** * * ! !*!! !** * ! ! !!!**! * *!*!! *!*!**! ** !**! !! * !!!!**!* !
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NTDB id 34172 BGLU RS16335 WP 015877038.1 LIESLDDDGYLGATLDEVRADLPEELEVELDELAAALALLHSFDPAGVGARSASECLRLQLLRLDPSPTRTLALDIVSQHLELLA 255
NTDB id 1425 RS RS02020 WP 011000369.1 LIESLDDEGYLTGSLDEILADLPAELEVELDELQAALRMLQSFDPAGIGARSAAECLTLQLQRLD.SPAKPLALTIVNQHLELLA 251
consensus !!!!!!!*!!! **!!!* !!!! !!!!!!!!! !!! *!*!!!!!!*!!!!! !!! !!! !!!*!! **!!! !! !!!!!!!
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NTDB id 34172 BGLU RS16335 WP 015877038.1 ARDFTRLRKQLKASDDELRDAHALIRSLEPFPGAAYGKAEADYVVPDIMVKKSGQNWLAELNPEVVPKLRINHLYANILRNSRGD 340
NTDB id 1425 RS RS02020 WP 011000369.1 ARDYTRLKKALSVDDGELKAAHELIRSLAPFPGHAFGRAEADFVVPDVVVRKTAAGWMAQLNPDVMPRLRINDMYAQILRSSRGE 336
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VSRVTTGNKYMALTPFMGTFLE
NTDB id 34172 BGLU RS16335 WP 015877038.1 PGAGSLKQQLQEARWLIKNIQQRFETILRVAQAIVERQKNFFAHGEIAMRPLVLREIADTLGLHESTVSRVTTGKYMLTPFGTLE 425
NTDB id 1425 RS RS02020 WP 011000369.1 SGAANLQQKLQEARWLIKNIQQRFDTILRVSQAIVERQKSFFTHGEIAMRPLVLREIADTLGLHESTISRVTTNKYMATPMGTFE 421
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LKYFFGSHVSTDETGGAASSTAIRAL IKQL IVGAEDPKNTPLSDSR IAELLAGEQGFVVARRTVAKYREALKIPAVNLRKSL

NTDB id 34172 BGLU RS16335 WP 015877038.1 FKYFFGSHVSTDTGGAASSTAIRALIKQLIGAEDPKTPLSDSRIAELLAEQGFVVARRTVAKYREALKIPAVNLRKSL 503
NTDB id 1425 RS RS02020 WP 011000369.1 LKYFFGSHVSTETGGAASSTAIRALIKQLVGAEDPKNPLSDSRIAELLGEQGFVVARRTVAKYREALKIPAVNLRKSL 499
consensus !!!!!!!!!!*!!!!!!!!!!!!!!!!!*!!!!!! !!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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