
logo MDE IDNRVNSRKLRTGDLPQVGVQPYRQVHAHSTGNRPNHSTVQNEADYHWRKDPELGFFSHVIVGNGRC IMQVGPVNDNGSAWDVGGGWNAETYAA
NTDB id 34160 MYY RS00515 WP 000350491.1 MDIDRNRLRTGLPQVGVQPYRQVHAHSTGNRNSTVQNEADYHWRKDPELGFFSHVVGNGRIMQVGPVNNGSWDVGGGWNAETYAA 85
NTDB id 150 SP RS09740 WP 000405234.1 MEINVSKLRTDLPQVGVQPYRQVHAHSTGNPHSTVQNEADYHWRKDPELGFFSHIVGNGCIMQVGPVDNGAWDVGGGWNAETYAA 85
NTDB id 260 KZH43 RS08655 WP 000405235.1 MEINVSKLRTDLPQVGVQPYRQVHAHSTGNPHSTVQNEADYHWRKDPELGFFSHIVGNGCIMQVGPVDNGAWDVGGGWNAETYAA 85
NTDB id 219 SPD RS09250 WP 000405235.1 MEINVSKLRTDLPQVGVQPYRQVHAHSTGNPHSTVQNEADYHWRKDPELGFFSHIVGNGCIMQVGPVDNGAWDVGGGWNAETYAA 85
NTDB id 185 SPR RS08815 WP 000405235.1 MEINVSKLRTDLPQVGVQPYRQVHAHSTGNPHSTVQNEADYHWRKDPELGFFSHIVGNGCIMQVGPVDNGAWDVGGGWNAETYAA 85
consensus !*!****!!!*!!!!!!!!!!!!!!!!!!!**!!!!!!!!!!!!!!!!!!!!!!*!!!!*!!!!!!!*!!*!!!!!!!!!!!!!!

logo VEL I ESHSTKEEFMTDYRLYI ELLRNLADEAGLPKTLDTDGDSLAGIKTHEYCTNNQPNNHSDHVDPYPYLASKWGI SREQFKQHDI EN
NTDB id 34160 MYY RS00515 WP 000350491.1 VELIESHSTKEEFMTDYRLYIELLRNLADEAGLPKTLDTDDLAGIKTHEYCTNNQPNNHSDHVDPYPYLASWGISREQFKQDIEN 170
NTDB id 150 SP RS09740 WP 000405234.1 VELIESHSTKEEFMTDYRLYIELLRNLADEAGLPKTLDTGSLAGIKTHEYCTNNQPNNHSDHVDPYPYLAKWGISREQFKHDIEN 170
NTDB id 260 KZH43 RS08655 WP 000405235.1 VELIESHSTKEEFMTDYRLYIELLRNLADEAGLPKTLDTGSLAGIKTHEYCTNNQPNNHSDHVDPYPYLAKWGISREQFKHDIEN 170
NTDB id 219 SPD RS09250 WP 000405235.1 VELIESHSTKEEFMTDYRLYIELLRNLADEAGLPKTLDTGSLAGIKTHEYCTNNQPNNHSDHVDPYPYLAKWGISREQFKHDIEN 170
NTDB id 185 SPR RS08815 WP 000405235.1 VELIESHSTKEEFMTDYRLYIELLRNLADEAGLPKTLDTGSLAGIKTHEYCTNNQPNNHSDHVDPYPYLAKWGISREQFKHDIEN 170
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!**!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!*!!!!

logo GLRTAIAETGWQKNGDTGYWYVHSDGSYPKDKFEKINGTWYYFDGSSGYMLADRWKRKHTDGNWYYWFDQNSGEMATGWKKIAEDKWYYFDNVEEG
NTDB id 34160 MYY RS00515 WP 000350491.1 GLRAATGWQKNGTGYWYVHSDGSYPKDKFEKINGTWYYFDGSGYMLADRWKKHTDGNWYYFDQSGEMATGWKKIAEKWYYFDVEG 255
NTDB id 150 SP RS09740 WP 000405234.1 GLTIETGWQKNDTGYWYVHSDGSYPKDKFEKINGTWYYFDSSGYMLADRWRKHTDGNWYWFDNSGEMATGWKKIADKWYYFNEEG 255
NTDB id 260 KZH43 RS08655 WP 000405235.1 GLTIETGWQKNDTGYWYVHSDGSYPKDKFEKINGTWYYFDSSGYMLADRWRKHTDGNWYWFDNSGEMATGWKKIADKWYYFNEEG 255
NTDB id 219 SPD RS09250 WP 000405235.1 GLTIETGWQKNDTGYWYVHSDGSYPKDKFEKINGTWYYFDSSGYMLADRWRKHTDGNWYWFDNSGEMATGWKKIADKWYYFNEEG 255
NTDB id 185 SPR RS08815 WP 000405235.1 GLTIETGWQKNDTGYWYVHSDGSYPKDKFEKINGTWYYFDSSGYMLADRWRKHTDGNWYWFDNSGEMATGWKKIADKWYYFNEEG 255
consensus !!***!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!*!!!!!!!!*!!*!!!!!!!!!!!!*!!!!!**!!

logo AMKTGWVKYKDTWYYLDAKEGAMVSNAF IQSADGTGWYYLKPDGTLADKRPEFTVEPDGL ITVK
NTDB id 34160 MYY RS00515 WP 000350491.1 AMKTGWVKYKDTWYYLDAKEGAMVSNAFIQSADGTGWYYLKPDGTLADKPEFTVEPDGLITVK 318
NTDB id 150 SP RS09740 WP 000405234.1 AMKTGWVKYKDTWYYLDAKEGAMVSNAFIQSADGTGWYYLKPDGTLADKPEFTVEPDGLITVK 318
NTDB id 260 KZH43 RS08655 WP 000405235.1 AMKTGWVKYKDTWYYLDAKEGAMVSNAFIQSADGTGWYYLKPDGTLADRPEFTVEPDGLITVK 318
NTDB id 219 SPD RS09250 WP 000405235.1 AMKTGWVKYKDTWYYLDAKEGAMVSNAFIQSADGTGWYYLKPDGTLADRPEFTVEPDGLITVK 318
NTDB id 185 SPR RS08815 WP 000405235.1 AMKTGWVKYKDTWYYLDAKEGAMVSNAFIQSADGTGWYYLKPDGTLADRPEFTVEPDGLITVK 318
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!
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