
logo MRKLKVALFASS I LGMLAVSSYTAADTEDNNQVTI SHYNEQAGTFDVNAVQAANGKTIQS IDVAIWSEENGQDDLKWYHAS
NTDB id 34138 SMULJ23 RS06055 WP 014678068.1 MRKLKVALFASSILGMLAVSSYTAADTENNQVTISHYNEQAGTFDVNAVQAANGKTIQSIDVAIWSEENGQDDLKWYHAS 80
NTDB id 411 SMU RS03875 WP 002261986.1 MRKLKVALFASSILGMLAVSSYTAADTEDNQVTISHYNEQAGTFDVNAVQAANGKTIQSIDVAIWSEENGQDDLKWYHAS 80
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo NDGSNQLTVHFNAENHGSKVGSYIAHAYITYTDGNRVGVDNLGKRKLSLSAPQLSLKQGGLQLFSKLKPSAADQLFSAVWS
NTDB id 34138 SMULJ23 RS06055 WP 014678068.1 NDGSNQLTVHFNAENHGSKVGSYIAHAYITYTDGNRVGVDLGKRKLSLSAPQLSLKQGGLQLFSKLKPSAADQLFSAVWS 160
NTDB id 411 SMU RS03875 WP 002261986.1 NDGSNQLTVHFNAENHGSKVGSYIAHAYITYTDGNRVGVNLGKRKLSLSAPQLSLKQGGLQLFSKLKPSAADQLFSAVWS 160
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo DENGQDDLHWYTADADGNTLAGYANHKGYGTYHVHTYLKQNGKMIP I SAQDIDIPKPKVKIQIDKINDTSYDVVVNNVPP
NTDB id 34138 SMULJ23 RS06055 WP 014678068.1 DENGQDDLHWYTADADGNTLAGYANHKGYGTYHVHTYLKQNGKMIPISAQDIDIPKPKVKIQIDKINDTSYDVVVNNVPP 240
NTDB id 411 SMU RS03875 WP 002261986.1 DENGQDDLHWYTADADGNTLAGYANHKGYGTYHVHTYLKQNGKMIPISAQDIDIPKPKVKIQIDKINDTSYDVVVNNVPP 240
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo YI SSVAIPVWSEQNGQDDLKWYQATKVADGI FKTTVYLKATHRFELGNSYQAHIYGDSQLSKKLDGLGETHFNVPS I INYED
NTDB id 34138 SMULJ23 RS06055 WP 014678068.1 YISSVAIPVWSEQNGQDDLKWYQATKVADGIFKTTVYLKAHRFELGSYQAHIYGDSQLSKKLDGLGETHFNVPSIINYED 320
NTDB id 411 SMU RS03875 WP 002261986.1 YISSVAIPVWSEQNGQDDLKWYQATKVADGIFKTTVYLKTHRFELGNYQAHIYGDSQLSKKLDGLGETHFNVPSIINYED 320
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo PQVTIDHYNINKGTFDVTVAETDVNSKAIQS I SAAVWSDANQANLYWYEAKQLANGKAAITAVDVQKHGNQTGSYNVHVYVH
NTDB id 34138 SMULJ23 RS06055 WP 014678068.1 PQVTIDHYNINKGTFDVTVAETVNSKAIQSISAAVWSDANQANLYWYEAKQLANGKAAITADVQKHGNQTGSYNVHVYVH 400
NTDB id 411 SMU RS03875 WP 002261986.1 PQVTIDHYNINKGTFDVTVAETDNSKAIQSISAAVWSDANQANLYWYEAKQLANGKAAITVDVQKHGNQTGSYNVHVYVH 400
consensus !!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!

logo YNDGTTSGHVLANQQLNQIVHYQPSAVR ITAYMNEKNTYPVGQCTWGVKELAPWIPNWLGNGGQWASTAVAVKGFKIGTVP
NTDB id 34138 SMULJ23 RS06055 WP 014678068.1 YNDGTTSGHVLANQQLNQIVHYQPSAVRITAYMNEKNTYPVGQCTWGVKELAPWIPNWLGNGGQWASTAAVKGFKIGTVP 480
NTDB id 411 SMU RS03875 WP 002261986.1 YNDGTTSGHVLANQQLNQIVHYQPSAVRITAYMNEKNTYPVGQCTWGVKELAPWIPNWLGNGGQWASTVAVKGFKIGTVP 480
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!

logo KVGAIACWSDGGYGHVAYVTHVESNNR IQVKEANYKNQQYI SNFRGWFDPTATSYLGRLTYIYPD
NTDB id 34138 SMULJ23 RS06055 WP 014678068.1 KVGAIACWSDGGYGHVAYVTHVESNNRIQVKEANYKNQQYISNFRGWFDPTASYLGRLTYIYPD 544
NTDB id 411 SMU RS03875 WP 002261986.1 KVGAIACWSDGGYGHVAYVTHVESNNRIQVKEANYKNQQYISNFRGWFDPTTSYLGRLTYIYPD 544
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!
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