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FKLFLASKALMDI SGELRRQKPQDNGQSFLSTFLTKTLAKLAEDGTNLVDHFLRVMSSTLPTIYNGEEKSLVLIRLVQMKPNQKYPNTI SFPDSFI LDQKLGSFLNFPQKQT
NTDB id 1384 A4U84 RS08525 WP 010787006.1 LSIQLASRLISRIKLLAKLDISELRQPQDGQFSFTTALADTLDFRVSSLPTIYGEKLVLRLQKNKPTSFDFLQLGFNPQQ 240
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consensus *******!!!!**!*!***!!*!*!*!!*!******* ******!*!*!!!!**!*!!*!******* *****!***!**

logo

Q
G
T
ATLLNSAFLKQHPSQHGLMI

L
L
I
V
FTGPTGSGKSTI

TTLYSALLVNQYLANKKQHMFDNKRHNI LVTALEDPVE I
T
E
R
I
D
D
E
G
D
L
V
I
LQTVQVNRESKI

A
Q
G
L
V
D
T
F
YSQALGLRKTAFI LR

NTDB id 1384 A4U84 RS08525 WP 010787006.1 QTTLLNALKQPQGLILVTGPTGSGKSITLYSALNYLN.QMDKHILTAEDPVEIEIDGLIQTQVNRSIQLDFSQLLRTFLR 319
NTDB id 340569 ETK61 RS13650 WP 024573393.1 GATLLSFLKHSHGMLIFTGPTGSGKTTTLYSLVQYAKKHFNRNIVTLEDPVETRDEDVLQVQVNEKAGVTYSAGLKAILR 205
NTDB id 96 BSU 24730 NP 390353.1 GATLLSFLKHSHGMLIFTGPTGSGKTTTLYSLVQYAKKHFNRNIVTLEDPVETRDEDVLQVQVNEKAGVTYSAGLKAILR 205
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NTDB id 96 BSU 24730 NP 390353.1 HDPDMIILGEIRDAETAEIAVRAAMTGHLVLTSLHTRDAKGAIYRLLEFGINMNEIEQTVIAIAAQRLVDLACPFCEN.G 284
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