logo

NTDB id 340546 ETK61 RS06580 WP 017695683.1
NTDB id 123 BSU 11530 NP 389035.1
consensus

logo

NTDB id 340546 ETK61 RS06580 WP 017695683.1
NTDB id 123 BSU 11530 NP 389035.1
consensus

logo

NTDB id 340546 ETK61 RS06580 WP 017695683.1
NTDB id 123 BSU 11530 NP 389035.1
consensus

logo

NTDB id 340546 ETK61 RS06580 WP 017695683.1
NTDB id 123 BSU 11530 NP 389035.1
consensus

logo

NTDB id 340546 ETK61 RS06580 WP 017695683.1
NTDB id 123 BSU 11530 NP 389035.1
consensus

ey UL ACATARAEE ) LA LA SRR AR

MFSAVTEDGQ FHLLGAQQNQKLKRRRFFCPVCGGELAVKLGLQKAPHFAHKQNKSCRIDIEPESAYHLEGKRQLYVWLK
.......... FHLLGAQQNQKLKRRRFFCPVCGGELAVKLGLQKAPHFAHKQNKSCIMIDIEPESAYHLEGKRQLYVWLK

T I I o T e e O e e e I O e O |

B0 A R 1

TQRASPILEPYIRTINQRPDVMARIKEHMLAVEYQCATIAPDVFQKRTEGFKQEGIIPQWIMGYSRLKRTASSFYQLSAﬁ
B
]

TQRASPILEPYIRTINQRPDVMARIKEHMLAVEYQCATIAPDVFQKRTEGFKQEGIIPQWIMGYSRLKRTASSFYQLSEN
PELL e rrrrrrrrrrrrrrnt

WL HRHAL RIS R LR

HWQFINASPYRELICYCPERRSFLRLSHIIPFYTNHSYSSVQTIPIHRAGAGDLFFTEPKPSIQYSGWTKAIHRFRHKPH
HWQFINASPYRELICYCPERRSFLRLSHIIPFYTNHSYSSVQTIPIHRAGAGDLFFTEPKPSIQYSGWTKAIHRFRHKPH
PELL e rrrrrrrrrrrrrnt

OAETRLALPYRRY L TV L Lo L

RENSKEMNRLRLLFYEKRQTPFSFLPTEVFVPVRKGAVFKSPVFVWQGFLYLFMTDLGINJKRAPIRFSAVLQQCKLHIHNK

RENSKEWNRLRLLFYEKRQTPFSFLPTEVFVPVRKGAVFKSPVFVWQGFLYLFMTDLG®KRAPIRFSAVLQQCKLHIHNK
PLLLLL rrrr ettt ettt ot et

NG e EAACH DL CHAE RN 1 LS

NIALRPECSEECLSEAVKQYIDFLCKKGFLRETQKEVYVLNQPAGGIHSMQDLIERDRSCF I Ejeie®)
NIALRYECSEECLSEAVKQYIDFLCKKGFLRETQKEVYVLNQPAGGIHSMQDLIERDRSCF I EEECYSS]
PELLE b rrrrrrrrret

X non conserved
B similar
> 50% conserved

70

160
150

240
230

320
310



