
logo MKNL IKKFTI
LAVIVLS I LY I FSY I

TTYI STMNGI I IGTKI
V
H
LKNDKSQFMVI EE I SESSYGQFVGLRQGDI I LKINEKEKPSDKHL

NTDB id 339645 ES965 RS16395 WP 129092677.1 MKNLIKKFTLAVIVLSILYIFYITYITMNGIIIGTKVLKNDKSQFVIEEISESSYGQFVGLRQGDIILKINEEKPSDKHL 80
NTDB id 91 BSU 31690 NP 391047.2 MKNLIKKFTIAVIVLSILYISYTTYISMNGIIIGTKIHKNDKSQFMIEEISESSYGQFVGLRQGDIILKINKEKPSDKHL 80
consensus !!!!!!!!!*!!!!!!!!!! ! !!!*!!!!!!!!!**!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!

logo KWGYLSHINSLDI LRSGKKIHLKDFDLVTLNRPYSFFLFVLPLFVFYFLS I IC I FY I LKVNKI
KRRSFAAGYI L I LLLLDI S I

NTDB id 339645 ES965 RS16395 WP 129092677.1 KWGYLSHINSLDILRSGKKIHLKDFDLVTLNRPYSFFLFVLPLVFYFLSIICIFYILKVNKIRRSFAGYILILLLLDISI 160
NTDB id 91 BSU 31690 NP 391047.2 KWGYLSHINSLDILRSGKKIHLKDFDLVTLNRPYSFFLFVLPLFFYFLSIICIFYILKVNKKRRSFAAYILILLLLDISI 160
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!! !!!!!*!!!!!!!!!!!!

logo AYI SAGGPFRGHI
R INRYINLFTF I SSP I LYLQF IQGRYLGRE IGKATFLNR IHSFLYI IP I FNLVGI EFFQRADYLQVDIDFLATLVN

NTDB id 339645 ES965 RS16395 WP 129092677.1 AYISAGGPFRGHRINRYINLFTFISSPILYLQFIQGYLREIGKAFLNRIHFLYIIPIFNVGIEFFRAYLQVDIDFLATVN 240
NTDB id 91 BSU 31690 NP 391047.2 AYISAGGPFRGHIINRYINLFTFISSPILYLQFIQRYLGEIGKTFLNRISFLYIIPIFNLGIEFFQDYLQVDIDFLATLN 240
consensus !!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!! !! !!!! !!!!!*!!!!!!!!!*!!!!! !!!!!!!!!!!*!

logo LVSFAI
TLTLFASFSAS IYFLHLNKYKYAEHSF I LKLL I LTNTLSFAPFL I FFYVLP I I FTGNYI

VFPALAVSASLLVL IPFGLVYQ
NTDB id 339645 ES965 RS16395 WP 129092677.1 LVSFAILTLFAFSSIYFHLNKYKYAEHSFILKLLILTNTLSFAPFLIFYVLPIIFTGNYVFPALVSASLLVLIPFGLVYQ 320
NTDB id 91 BSU 31690 NP 391047.2 LVSFATLTLFSFSAIYLHLNKYKYAEHSFILKLLILTNTLSFAPFLIFFVLPIIFTGNYIFPALASASLLVLIPFGLVYQ 320
consensus !!!!! !!!! !! !! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!*!!!! !!!!!!!!!!!!!!!

logo FVANKMFDI EF I LGRMRYYALLAMIPTLFL IVGALVLWFLDVMDKIQMNPVRQTVFFFVVMFAVFYFKEVMDFKFRLKRFSEKF
NTDB id 339645 ES965 RS16395 WP 129092677.1 FVANKMFDIEFILGRMRYYALLAMIPTLFIVGALVWLDVMKIQMNPVRQTVFFFVVMFAVFYFKEVMDFKFRLKRFSEKF 400
NTDB id 91 BSU 31690 NP 391047.2 FVANKMFDIEFILGRMRYYALLAMIPTLLIVGALVLFDVMDIQMNPVRQTVFFFVVMFAVFYFKEVMDFKFRLKRFSEKF 400
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!! !!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo NYQDS I FKYTQLMRGVTSLQQVFKELKNTI LDVLLVSKAYTFEVTPDHKVI FLDKHE I
VGPDWHNFYQEVEFENVTSE IGKI I

NTDB id 339645 ES965 RS16395 WP 129092677.1 NYQDSIFKYTQLMRGVTSLQQVFKELKNTILDVLLVSKAYTFEVTPDHKVIFLDKHEIGPDWHFYQVEFENVTSEIGKII 480
NTDB id 91 BSU 31690 NP 391047.2 NYQDSIFKYTQLMRGVTSLQQVFKELKNTILDVLLVSKAYTFEVTPDHKVIFLDKHEVGPDWNFYQEEFENVTSEIGKII 480
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!*!!! !!!!!!!!!!!!!

logo EVNQGFLMKVGERGGSSYVLLCLSNINTPRLTRDE I SWLKTLSFYTSVSMENVLMHI EELMEHLKDLKQEGTNP IWLKKLM
NTDB id 339645 ES965 RS16395 WP 129092677.1 EVNQGFLMKVGERGGSSYVLLCLSNINTPRLTRDEISWLKTLSFYTSVSMENVMHIEELMEHLKDLKQEGTNPIWLKKLM 560
NTDB id 91 BSU 31690 NP 391047.2 EVNQGFLMKVGERGGSSYVLLCLSNINTPRLTRDEISWLKTLSFYTSVSMENVLHIEELMEHLKDLKQEGTNPIWLKKLM 560
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!



logo FAI EEKQRSGLARDLHDSVLQDL I SLKRQCELFLGDFKKDGDNPCREEVQDKLVQMNEQMSDVI SMTRETCHELRPQLLYD
NTDB id 339645 ES965 RS16395 WP 129092677.1 FAIEEKQRSGLARDLHDSVLQDLISLKRQCELFLGDFKKGDNPCREEVQDKLVQMNEQMSDVISMTRETCHELRPQLLYD 640
NTDB id 91 BSU 31690 NP 391047.2 FAIEEKQRSGLARDLHDSVLQDLISLKRQCELFLGDFKKDDNPCREEVQDKLVQMNEQMSDVISMTRETCHELRPQLLYD 640
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LGLVKALSKLVAQQQERVPFHIRLNTGRFTASLDLDSQLNLYR I IQEFLSNAVKHSQATDVL IML I S IQNKIVLHYEDDG
NTDB id 339645 ES965 RS16395 WP 129092677.1 LGLVKALSKLVAQQQERVPFHIRLNTGRFTASLDLDSQLNLYRIIQEFLSNAVKHSQATDVLIMLISIQNKIVLHYEDDG 720
NTDB id 91 BSU 31690 NP 391047.2 LGLVKALSKLVAQQQERVPFHIRLNTGRFTASLDLDSQLNLYRIIQEFLSNAVKHSQATDVLIMLISIQNKIVLHYEDDG 720
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo VGFDQEKNTEHSMSMGLSGIKERVRALDGRLR I ETSEGKGFKADI E I EL
NTDB id 339645 ES965 RS16395 WP 129092677.1 VGFDQEKNTEHSMSMGLSGIKERVRALDGRLRIETSEGKGFKADIEIEL 769
NTDB id 91 BSU 31690 NP 391047.2 VGFDQEKNTEHSMSMGLSGIKERVRALDGRLRIETSEGKGFKADIEIEL 769
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

X non conserved
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X ≥ 50% conserved


