logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

339586 ES965 RS00580 WP 015252992.1

125
509
279
238
204
169
537

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

339586 ES965 RS00580 WP 015252992.1

125
509
279
238
204
169
537

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

339586 ES965 RS00580 WP 015252992.1

125
509
279
238
204
169
537

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

339586 ES965 RS00580 WP 015252992.1

125
509
279
238
204
169
537

consensus

BSU 00870 NP 387968.1

SM12261 RS00130 WP 078228442.1
KZH43 RS00140 WP 074017595.1
SPD RS00140 WP 074017595.1

SPR RS00140 WP 074017595.1

SP RS00155 WP 074017595.1
SMSK321 RS07120 WP 080550752.1

BSU 00870 NP 387968.1

SM12261 RS00130 WP 078228442.1
KZH43 RS00140 WP 074017595.1
SPD RS00140 WP 074017595.1

SPR RS00140 WP 074017595.1

SP RS00155 WP 074017595.1
SMSK321 RS07120 WP 080550752.1

BSU 00870 NP 387968.1

SM12261 RS00130 WP 078228442.1
KZH43 RS00140 WP 074017595.1
SPD RS00140 WP 074017595.1

SPR RS00140 WP 074017595.1

SP RS00155 WP 074017595.1
SMSK321 RS07120 WP 080550752.1

BSU 00870 NP 387968.1

SM12261 RS00130 WP 078228442.1
KZH43 RS00140 WP 074017595.1
SPD RS00140 WP 074017595.1

SPR RS00140 WP 074017595.1

SP RS00155 WP 074017595.1
SMSK321 RS07120 WP 080550752.1

AT O R 5

MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGERRKTKPMKLAEVTSINVNRTKTEMEEF
MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGEMSRKTKPMKLAEVTSINVNRTKTEMEEF

MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGEMMMKTKPMKLAEVTSINVNRTKTEMEEF
MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGEMSMKTKPMKLAEVTSINVNRTKTEMEEF
MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGESRKTKPMKLAEVTSINVNRTKTEMEEF

MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGEMSMKTKPMKLAEVTSINVNRTKTEMEEF
Pl IESRE SRR RN IESRERNES UM 11 " RN 1

L0 P CRTLLTor NS SR SR A

NRVLGGGVVISGSLVLIGGDPGIGKSTLLLQVSHEQLS[ESEN| VLY SGEESIAMQWKLRA RLGESY 1SiW: I ET M M B
NRVLGGGVV|SGSLVLIGGDPGIGKSTLLLQVSEIQLS{EgSIY| VLY SGEESIPYOMKLRA RLGHR 1¥3%: 1§ ET M M B
NRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVR
NRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQVEGTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVR
NRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQVEGTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVR
NRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV
NRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQVp
NRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV

GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVR|
GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVR

GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVR]
N I NET

BRI OPL R T B S SURRVAEL ik

A

|

e R e DI

DSIQT pgaS] I BENYGSVSQVREMTAELMIS AKTIQYIIFIFIVGHVTKEG AGPRISLEHMVDTVLYF
MBSl I BFNYGSVSQVRE[@TAELM)S AKT|SQYIIFIFIVGHVTKEG AGPRJRLEHMVDTVLYF
INEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYF

AEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYF
AEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYF
AEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYF

AEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYF
1% | N T 11 T T

TR MR G5 UL SR AT ST E T AL

EGERHHTFRILRAVKNRFGSTNE GIFEMBANRGLIEVLNPS FLEERSEG BGSSIpwd MEGTRPILYYE
EGERHHTFRILRAVKNRFGSTNE GIFEMPANAGLIEVLNPS FLEERBEG EAGSSIpyd MEGTRPIL|YE QAL
EGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMF
EGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMF

EGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMF
EGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMF
EGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMF

EGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMF
R I Pl b LU b DL L Dok Do D001 T

160
160
156
156
156
156
156
156

240
240
236
236
236
236
236
236

320
320
316
316
316
316
316
316



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

339586 ES965 RS00580 WP 015252992.1

125
509
279
238
204
169
537

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

339586 ES965 RS00580 WP 015252992.1

125
509
279
238
204
169
537

consensus

BSU 00870 NP 387968.1

SM12261 RS00130 WP 078228442.1
KZH43 RS00140 WP 074017595.1
SPD RS00140 WP 074017595.1

SPR RS00140 WP 074017595.1

SP RS00155 WP 074017595.1
SMSK321 RS07120 WP 080550752.1

BSU 00870 NP 387968.1

SM12261 RS00130 WP 078228442.1
KZH43 RS00140 WP 074017595.1
SPD RS00140 WP 074017595.1

SPR RS00140 WP 074017595.1

SP RS00155 WP 074017595.1
SMSK321 RS07120 WP 080550752.1

TR ALERE L RUGA WL

LA

DHOLE

GNIy RWEATG DEBINRWSL MAVLEKRGLLLQNQDAYLK|JAGGVKLDEPAIDLA A TIASS
GNjy RWIATG DIEINRWYSL MAVLEKRWYGLLLQNQDAYLK|\JAGGVKLDEPAIDLA [j 1IASS
GNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVATIASSYKDKPTNPQECFVGELGLT]
GNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVATASSYKDKPTNPQECFVGELGLT]

GNAKRTTTGLDFNRASLIMAVLEKRAGLLLONQDAYLKSAGGVKLDEPAIDLAVAVATASSYKDKPTNPQECFVGELGLT]
GNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVATASSYKDKPTNPQECFVGELGLT]
GNAKRTTTGLDFNRASLIMAVLEKRAGLLLONQDAYLKSAGGVKLDEPAIDLAVAVATASSYKDKPTNPQECFVGELGLT]

GNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVATASSYKDKPTNPQECFVGELGLT
Dbk Dok D Lok Dok Dl b bok DL LD D s b EL LD et bbbt Pl Dok Dok Dok b ok | Do | Dok |1

A ERAEAL 6L Y T

458
458
453
453
453
453
453
453

X non conserved
B similar
> 50% conserved

400
400
396
396
396
396
396
396



