logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

consensus *

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

consensus

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177 A1552VC RS01165 WP 000422572.1
1203 PSJM300 01605 AFN76401.1
339442 ES815 RS05965 WP 142487046.1
1307 DR RS10055 WP 010888596.1

1086 NMV RS00245 WP 002218487.1
1116 NGFG RS10615 WP 003690200.1
1185 GTF74 RS11940 WP 000350195.1
1176 A1552VC RS01160 WP 000350195.1
1283 ACE17W RS02630 WP 010947729.1
1259 GCO85 RS10305 WP 010947729.1
1202 PSJM300 01600 AFN76400.1

1194 PAKAF RS01995 WP 003084552.1
1020 ACIAD RS04210 WP 011182164.1
1060 ABD1 RS04380 WP 000355489.1
1040 HON27 RS13360 WP 000355489.1
1081 FDQ49 RS05335 WP 006581387.1

AWSVKENE[SDLHLE AP PIATR|
L3 [WJEASD HL AG PP

I§ SDLH SAG
I¥ SDLH SAG
€ASDLHLS G
[€ASDLHLSAG
IMASDLHLSAG
[€ASDLHLSAG
[GASDLHLSAG
[€ASDLHLSAG

k1%

PPMIRVDG
PPMIRVDG
PPMIRVDG
PPMIRVDG
PPMIRVDG
PPMIRVDG
.. PPMIRVDG

AMDITELLAFSVK PPMIRVDG
* 5k ok k ok k ok Xk

NVARFRVNAFNQMR : A\/ i

E. ,L,
1177 A1552VC RS01165 WP 000422572.1
1203 PSJM300 01605 AFN76401.1
339442 ES815 RS05965 WP 142487046.1
1307 DR RS10055 WP 010888596.1

1086 NMV RS00245 WP 002218487.1
1116 NGFG RS10615 WP 003690200.1
1185 GTF74 RS11940 WP 000350195.1
1176 A1552VC RS01160 WP 000350195.1
1283 ACE17W RS02630 WP 010947729.1
1259 GCO85 RS10305 WP 010947729.1
1202 PSJM300 01600 AFN76400.1

1194 PAKAF RS01995 WP 003084552.1
1020 ACIAD RS04210 WP 011182164.1
1060 ABD1 RS04380 WP 000355489.1
1040 HON27 RS13360 WP 000355489.1
1081 FDQ49 RS05335 WP 006581387.1

19
E
E
15
E
15
E
E
E
E

kokk Dk | kx| % * kokkok | skkkk skkxk

ok ok ok ok ok ok ok ok ok | ok

Dlzel skt o Rl

NEY®DGM THKASDLY VEARTLYRAMIGERHAQGEA .

=vli=vli=ci=c-cR- "= 1= = -c - =~

kkokk kokk Xk

lYD|

VY,

|NL Ale KQVHEL

G EF STA

SVARNIT AR

¢/ KHLPEYK TPMSPEMTRET
.. .APFPGPPYVMIH
YDAQGFEP

SASITRKIH

KR

ST e

I3 AMJAINMIRGLVLVTGPTGSGKSTTLAAY
I ARSIRGLVLVTGPTGSGKSTTLAAY
ISTIPAYPRGLVLVTGPTGSGKSTTLAAM
DAMPRGLVLVTGPTGSGKSTTLAAM
D I[OMPRGLVLVTGPTGSGKSTTLAAM
DII[OMPRG VLVTGPTGSGKSTTLAAM
DIIMPRG VLVTGPTGSGKSTTLAAM
DI[@MPRG VLVTGPTGSGKSTTLAAM
Pokok Dok Do DDk DD Dotk 1k

D Respebisks DFiEEl

=
(\

154
156
152
160
156
156
156
156
156
156
156
156
156
156
156
156



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177 A1552VC RS01165 WP 000422572.1
1203 PSJM300 01605 AFN76401.1
339442 ES815 RS05965 WP 142487046.1
1307 DR RS10055 WP 010888596.1

1086 NMV RS00245 WP 002218487.1
1116 NGFG RS10615 WP 003690200.1
1185 GTF74 RS11940 WP 000350195.1
1176 A1552VC RS01160 WP 000350195.1
1283 ACE17W RS02630 WP 010947729.1
1259 GCO85 RS10305 WP 010947729.1
1202 PSJM300 01600 AFN76400.1

1194 PAKAF RS01995 WP 003084552.1
1020 ACIAD RS04210 WP 011182164.1
1060 ABD1 RS04380 WP 000355489.1
1040 HON27 RS13360 WP 000355489.1
1081 FDQ49 RS05335 WP 006581387.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177 A1552VC RS01165 WP 000422572.1
1203 PSJM300 01605 AFN76401.1
339442 ES815 RS05965 WP 142487046.1
1307 DR RS10055 WP 010888596.1

1086 NMV RS00245 WP 002218487.1
1116 NGFG RS10615 WP 003690200.1
1185 GTF74 RS11940 WP 000350195.1
1176 A1552VC RS01160 WP 000350195.1
1283 ACE17W RS02630 WP 010947729.1
1259 GCO85 RS10305 WP 010947729.1
1202 PSJM300 01600 AFN76400.1

1194 PAKAF RS01995 WP 003084552.1
1020 ACIAD RS04210 WP 011182164.1
1060 ABD1 RS04380 WP 000355489.1
1040 HON27 RS13360 WP 000355489.1
1081 FDQ49 RS05335 WP 006581387.1

consensus

Bt AR

EDPIEFVH BIK C
EDPIEF HQE{AWC
EDP EF HQSK CL

EDPIEF HK%
K

WWQRE V[E3AD T)a
(QREV[ER{D T))

QRE ONE3
INQREVESDTIA
LINQRE HWET
LINQRE H[&T

i

i

T EDPIEFVHQSK

T EDPIEFVHQSKK

T EDPIEFVHEIWKCLINQREVH
T EDPIEFVHEWWKCLINQREVH
T EDPIEFVHQSKKCL NQREVH
T EDPIEFVHQSKKCL NQREVH
T EDPIEFVH SKKCL NQREVH
T EDPIEFVH SKKCL NQREVH
T EDPIEFVH BKKCLINQREVH
T EDPIEFVHQSKKCLINQREVH
T EDPIEFVHQSKKCLINQREVH
T EDPIEFVHQSKKCLINQREVH
LN U

15k ok ok ok ok ok ok KRk Kk

IR A@EKEQVR;SBE&{gA\/.ixQ%Mgﬁ.eiﬁ Ma ] 1 AﬁAM

IDRI DVFPEE [{:[
DRI DVFPAEEK MVR
DRI DVFPAEEK MVR

IDRIIDVFP |§ K MVR

IDRIIDVFP f§ K MVR

I RIIDVFPAEEKEMVR

I RIIDVFPAEEKEMVR

IDR DVFPAEEKEMVR

IDR DVFPAEEKJMVR

IDRIIDVFPAEEK MVR

IDR

| %% * | oskokok ok ok kx| skskk |

AR

IV LR ALREDPD
WNALR ALR [APD
INYALRSALREDPD
INYALESALREDPD
IQYALRSALREDPD
IQYALRSALREDPD
WALRSALREDPD
WALRSALREDPD
J3ALRSALREDPD
SJIALRSALREDPD
M3ALRSALREDPD
W3ALRSALREDPD
M3ALRSALREDPD
WA LRSALREDPD

D RN

MIGGGRVA
MUGGGRVA
BUSGGRVAAIRETM
BUUGGRVAAS

MUGGGRVAAHEIMI
WIGGGRVAAHEIMI
WOGGGRVAAHEIMI
MIGGGRVAAHEIMI
BIGGGRVAAHEIMI
MIUGGGRVAAHEIMI

* 11

NETE

VLD AN L st

ILVGEWMRDIMETIRLA TAAETGHLVFGTLHTNSA
ILVGEMMRDIMETIRLA TAAETGHLVFGTLHTRNSANKT,
ILVGEMRDMETIRLALTAAETGHLVFGTLHT
ILVGEMRDETIRLALTAAETGHLVFGTLHT
ILVGEMRDMETIRLALTAAETGHLVFGTLHT
ILVGEMRDMETIRLALTAAETGHLVFGTLHT
ILVGEMRDWMETIRLALTAAETGHLVFGTLHT
ILVGEMRDETIRLALTAAETGHLVFGTLHT
U Ploskor Dakoke 11D 1

L Bk 5 e T

St B

*% |

WHEIM
GHEIM

EIM

PAIRNLIRENKVAQMYSHIQTG
PAIRNLIRENKVAQMYSENIQTG
IIPATRNLIREMKVAQMYSHIQTG
IIPATRNLIRENKVAQMYSE\IQTG
IIPATRNLIRENKVAQMYSE\IQTG
IIPATRNLIRENKVAQMYSENIQTG

k% | skkk ok * [ * % %k % k *

234
236
232
240
236
236
236
236
236
236
236
236
236
236
236
236

314
316
311
320
316
316
315
315
315
315
315
315
315
315
315
315



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177 A1552VC RS01165 WP 000422572.1

1203

339442 ES815 RS05965 WP 142487046.1

1307
1086
1116
1185
1176
1283
1259
1202
1194
1020
1060
1040
1081

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177 A1552VC RS01165 WP 000422572.1

1203

339442 ES815 RS05965 WP 142487046.1

1307
1086
1116
1185
1176
1283
1259
1202
1194
1020
1060
1040
1081

consensus

PSJM300 01605 AFN76401.1

DR RS10055 WP 010888596.1
NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
GTF74 RS11940 WP 000350195.1

A1552VC RS01160 WP 000350195.1

ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PSJM300 01600 AFN76400.1
PAKAF RS01995 WP 003084552.1
ACIAD RS04210 WP 011182164.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1
FDQ49 RS05335 WP 006581387.1

PSJM300 01605 AFN76401.1

DR RS10055 WP 010888596.1
NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
GTF74 RS11940 WP 000350195.1

A1552VC RS01160 WP 000350195.1

ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PSJM300 01600 AFN76400.1
PAKAF RS01995 WP 003084552.1
ACIAD RS04210 WP 011182164.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1
FDQ49 RS05335 WP 006581387.1

YEDE\LLH

FDQAHYQ VDDKJ EQDELHSEDSAN
L ABREA

IR YDK@LERA
INAPEVEARRRJA
INAPEAARRREN

¢
G
N
N
¢
¢
G
¢
G
G

.................. 368
.................. 381
.................. 325
APAAGRSEPGRAGGFGRR 418
.................. 347
.................. 347
.................. 345
.................. 345
.................. 344
.................. 344
.................. 344
.................. 344
.................. 344
.................. 345
.................. 345
.................. 345

X non conserved
B similar
Bl >50% conserved

s

DSSN
""""" IDPKEFARLANDASAGLGGASMTPAAPPVPAYNSASSSSTGRGGDFGRGAAAPATPA
QNSESMSF . « o oo oo
QNSESMSF . . o o oo

IS KHTINHEANLNK .
IS KHTI\HEAJNLNK .
IS RDSINKEKINKQP .

8 RENIREKIKIP .
NLPTIRAVINKSP .
mP QTIRTANKQP .
8P QTR TANKQP .
8P QTIRTANKQP .

Ji. xR smr et Pe S T =Xk RNV it A s aB L eassmECEsF Sroaaa oA oA

LRLMLKTKRGDDY.GSG. .SLQNVKI....DME...................
LRLMIKLGSETDG.EHLTSVSQGLTL....EMSDDDPGRSFR..........

368
381
325
400
347
347
345
345
344
344
344
344
344
345
345
345



