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NTDB id 1045 H0N27 RS16330 WP 168727019.1 ..............MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLD 66
NTDB id 339424 ERL55 RS12435 WP 129136693.1 MDRGQATQRGSPVTTTSEQRSVLIVDDEHDIRELLVLTLGRMGLRTDTAATLTAARELLGSGSYELCLTDMRLPDGSGLE 80
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ................MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLD 64
consensus * *!*!!!! !***!* *!!*!!***! *! * !**!** ***!!!!**!!!!!!!*
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 LVKHVSQNYPNTPIAVLTAYGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVEHDTTENALENKLLIGRSLP 146
NTDB id 339424 ERL55 RS12435 WP 129136693.1 LVSEITTRFPRTPVAVITAYGNVEAAVEALKAGAFDFVSKPVDIHMLRGLVRQALDLNTRPAPAPSD.EPAGRLFGESDA 159
NTDB id 1473 PAKAF RS24000 WP 003094694.1 LVQYIQQRHPQTPVAMITAYGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRNPEA..EEA.PVDNRLLGESPP 141
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VNCGAIPTSELMESELFFGHRKKGSFTGAHITAEQDKPQG
NTDB id 1045 H0N27 RS16330 WP 168727019.1 IQQLRIAIKKIARSQAPVFVTGESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQG 226
NTDB id 339424 ERL55 RS12435 WP 129136693.1 MVDLRRTVAKVARSQAPVHISGESGTGKELVARTIHGQSARAAGPFVPVNCGAIPSELMESEFFGHRKGSFTGAHADKPG 239
NTDB id 1473 PAKAF RS24000 WP 003094694.1 MRALRNQIGKLARSQAPVYISGESGSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGAIEDKQG 221
consensus * !! **!*!!!!!!!***!!!!*!!!*!!***! ** ! **!!***!!!!!!*!!!!!!*!!!*!!!!!!! !!*!
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 LILSAHGGSLFLDEIAELPLSMQVKLLRAVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDL 306
NTDB id 339424 ERL55 RS12435 WP 129136693.1 LFQTADGGTLFLDEVAELPLSMQVKLLRAIQEKTIRPVGASIEVPVDVRILSATHKDLAQLVDLGSFRHDLYYRINVIGL 319
NTDB id 1473 PAKAF RS24000 WP 003094694.1 LFQAASGGTLFLDEVADLPMAMQVKLLRAIQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYYRLNVIEL 301
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 ILPPLRERGEDVLLLANHFIQKICMEWETPPKQLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPL 386
NTDB id 339424 ERL55 RS12435 WP 129136693.1 HVPPLRERTGDLKLLSTGILQRLAQAMRRPTPVLAPAALAALEEYPFPGNVRELENILERALALAEGDLIQAEDLHLPRG 399
NTDB id 1473 PAKAF RS24000 WP 003094694.1 RVPPLRERREDIPLLAERILKRLAGDTGLPAARLTGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDLRLADA 381
consensus *!!!!!! *!* !!* ****** * ! !* *! ! ** !!!!!!!!*!**!!!**! !** !* *!*** *
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 RAN.......ISNPFASAAQSIQ...TTVA..APQ..AVKKLPSEGLERYLENIEKDILLNALNMTHWNRTLAAKKLGMT 452
NTDB id 339424 ERL55 RS12435 WP 129136693.1 QRPGMHLGAGAGRSDASPGQSPGGTQGPAPTPDPRTLSPYDTASTALPSYIEEIERAAIQQALQENRYNKTKTAAALGIT 479
NTDB id 1473 PAKAF RS24000 WP 003094694.1 P.................GASQEGAA.........SL....SEIDNLEDYLEDIERKLIMQALEETRWNRTAAAQRLGLT 431
consensus ** **! * * ** * ***!* !*!*!!* ****!!*****!*! *! *!!*!



logo FRASMLRYKRLKKFLGLIDTETEQEV
NTDB id 1045 H0N27 RS16330 WP 168727019.1 FRSLRYRLKKFGLDTETEQEV 473
NTDB id 339424 ERL55 RS12435 WP 129136693.1 FRALRYKLKKLGID....... 493
NTDB id 1473 PAKAF RS24000 WP 003094694.1 FRSMRYRLKKLGID....... 445
consensus !!**!!*!!!*!*!
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