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VTAVDGFEALASKIADEAHKNPDQI IVFVDIMMPRLDGYQTCAL IK
NTDB id 339423 ERL55 RS11995 WP 129136621.1 MTQDEKRAGSLDGLRVMVIDDSKTIRRTAETLLKREGAEVVTAVDGFEALAKIADHKPQIIFVDIMMPRLDGYQTCALIK 80
NTDB id 1047 H0N27 RS03110 WP 000389061.1 ......MEDAFQNLKVMVIDDSKTIRRTAETLLQREGCEVITAVDGFEALSKIAEANPDIVFVDIMMPRLDGYQTCALIK 74
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logo NNSQNVFYQRNQI
TPVIMLSSKDGLFDKQAKRGR I

VVGSDEEQYLVTKPFSTKRDEELLDNAIRKNHVNSST
NTDB id 339423 ERL55 RS11995 WP 129136621.1 NNQVFRQTPVIMLSSKDGLFDKARGRIVGSEQYVTKPFTREELLDAIRKHVNT 133
NTDB id 1047 H0N27 RS03110 WP 000389061.1 NSQNYQNIPVIMLSSKDGLFDQAKGRVVGSDEYLTKPFSKDELLNAIRNHVSS 127
consensus ! ! * * !!!!!!!!!!!!! !*!!*!!!* !*!!!!***!!! !!! !! *
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