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NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 339417 ERL55 RS04365 WP 129135345.1 .MARGINKVILVGNLGNDPDVKYTQGGMAVTTISLATSSVRKDK.DGNQQERTEWHRVKFFGKLGEIAGEYLRKGSQVYV 78
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
consensus **!!!!**!*!!*!!*******!*!! ****!!!****!* !** !*!!!!*********!*!!*!!*!!* !!*
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NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMPAQGGM...NVPAQ....QGSWGQPQQPAKQHQ..PM 151
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQG....DVLQMLDSRSSGGDFGGNQGSGWNQAPAQTNYNQGGYSDNYAQNNNFNGGNA 154
NTDB id 339417 ERL55 RS04365 WP 129135345.1 EGSIRYDKFTGSDGVEKYFTDIVA....DEMQMLGGRGEGGGGGGGN...YE...RSSGGGGGGGQRPQRQES....GAP 144
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGA..P...YE...EGYGQSQEAYQRPAQQSRQPASDAP 144
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGA..P...YD...EGYGQSQEAYQRPAQQSRQPAPDAP 144
consensus !!*****!*** *!**** ***** ***!!**! ******* ** * ******* ** ** **
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NTDB id 1166 A1552VC RS00795 WP 000168289.1 .....QQSAPQQYSQPQYNEPPMDFDDDIPF 177
NTDB id 1390 A4U84 RS00055 WP 021115958.1 .....TRPQPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 339417 ERL55 RS04365 WP 129135345.1 ...R..RQAPAQQPQP.AM..DDFSDDDIPF 167
NTDB id 1103 NMB RS07590 WP 002212976.1 SHPQEAPAAPRRQPVP.AAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 SHPQEAPAAPRRQPVP.AAAPVEDIDDDIPF 174
consensus *! *** * * **** !!!!!!

X non conserved

X similar

X ≥ 50% conserved


