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MLHQLKLQAELQRTI

LQL IGKDLRRLVGFRALVNAQKL ITEDSN
NTDB id 339349 ERO09 RS02985 WP 172622001.1 MYKMKPLKGETLVSLLISLGLSALLLLLVAQFYAQTQQQNQRLMLQLKLQAELQRTIQLIGKDLRRVGFRAVNQKLIEDN 80
NTDB id 1351 HI 0939 AAC22603.1 .MMKVLLKGQTLLALMISLSLSSLLLLSISHFYVQIQTQNQHMLLHLKLQAELQRTLQLIGKDLRRLGFRALNAKLTESN 79
consensus * *!!! !!* !*!!! !! !!!! * *!! ! ! !!!***!*!!!!!!!!!!*!!!!!!!!!*!!!!*! !! ! !

logo LASLFELDEKQGTAI FTIASQAEDNAPQPSNSCVLFFYDLNKSNGC IGEKGKSYPTKKNTCMVKNGKGVKNTVASKNS ISETEKELFGYKLVNSGNKMIEKTKLQTYKQ
NTDB id 339349 ERO09 RS02985 WP 172622001.1 LALFELDEKGTAITIAQADNAQSNSCVLFFYDLNSNGCIGEKYTKNTCVNGVKNVAKNIEKELFGYKLNGKMIETKQTYK 160
NTDB id 1351 HI 0939 AAC22603.1 LSLFELDEQGTAIFISQEDNAPPNSCVLFFYDLNKNGCIGKGSP.KTCMKKGKNTSKSSTEELFGYKVSNKMIKTKLTYQ 158
consensus ! !!!!!! !!!! ! ! !!!**!!!!!!!!!!! !!!!! ** !!* !! ! !!!!!!* !!! !! !!

logo

N
S
A
V
I
V
N
P
A
T
D
NCRTASEETCKQRAFLMQQSTATCNAGGGWATDLLDENKNEFYE I STQRLQRFDNWL IKAEGKGI

LE IKLAKGNLKTQTHTKPHNIQSYETSLVVPVLLWNQEK
NTDB id 339349 ERO09 RS02985 WP 172622001.1 NAVNADCRSEECQRALMQSTCNAGGGWTDLLDEKEFEISQLRFDWLKAGKGIEIKLAGNLTTHKHIQYETSLVVPLLNQE 240
NTDB id 1351 HI 0939 AAC22603.1 SVIPTNCTAETCKRAFQQTACNAGGGWADLLDNNEYEITRLQFNWLIEGKGLEIKLKGNLKQTPNISYETSLVVVLWNQK 238
consensus ** ! ! ! !! !* !!!!!!! !!!! !*!!* ! ! !! !!!*!!!! !!! ***! !!!!!!!*! !!
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