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NTDB id 1014 ACIAD RS13855 WP 004924483.1 MSIRHFFTFFWATLLTLFSMQIVFAQGFDQQYDAWKTQQKAHDTRLNSSASHHSLSKPTQQSGTGVKVNINSATAKELQQ 80
NTDB id 1159 ABDM36 RS04765 WP 001166105.1 MQIKTKIVTLFLSL..CLPTL..PLLANAEE.....T...A.....PAA.........QVEEGIVITVNINTASAEELAT 54
NTDB id 1150 A1552VC RS08580 WP 001166105.1 MQIKTKIVTLFLSL..CLPTL..PLLANAEE.....T...A.....PAA.........QVEEGIVITVNINTASAEELAT 54
NTDB id 1382 A4U84 RS07375 WP 062924234.1 ..MKKLSRYTFS...LLFGLF..SATTFAEEKVTTST...E.....HTPVVMQQVA..ATQKVNANVVNINTATASEIQD 63
NTDB id 339337 ERO09 RS01000 WP 128786857.1 ...MKLMKHLFSSLFVATTML..SSQVFAEEQVAEQA...Q.....PQAQVQQQTASQTTQQAVSDKLNINTASASEIQK 67
NTDB id 1362 HI 1008 AAC22669.1 ......MKTLFTSVVLCGALV..VSSSFAEEKATXQT.........AQSVVTTQAEAQVAPAVVSDKLNINTATASEIQK 63
consensus ** * ** ** ** **** * ** *!!!*!*! !**
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NTDB id 1014 ACIAD RS13855 WP 004924483.1 .LHGVGEKKALAIVEYRQQYGKFASVDDLQKVKGIGPKFIEKNRDRLAI. 128
NTDB id 1159 ABDM36 RS04765 WP 001166105.1 LLKGIGLKKAQAIVDYREANGPFTHIDDLTNVKGIGEATVRNNAARILL. 103
NTDB id 1150 A1552VC RS08580 WP 001166105.1 LLKGIGLKKAQAIVDYREANGPFTHIDDLTNVKGIGEATVRNNAARILL. 103
NTDB id 1382 A4U84 RS07375 WP 062924234.1 KLVGIGAKKAQAIVEYREKNGKFLNVEQLTEVSGIGKATLEKNRDCIVIE 113
NTDB id 339337 ERO09 RS01000 WP 128786857.1 ALIGIGAKKAEAIVQYREKHGNFTMAEQLLEVQGIGKATLEKNRDRIVF. 116
NTDB id 1362 HI 1008 AAC22669.1 SLTGIGAKKAEAIVQYREKHGNFXNAEQLLEVQGIGKATLEKNRDRIIF. 112
consensus ! !*! !!! !!!*!!* ! ! ** ! ! !!! *****!******
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