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NTDB id 1186 GTF74 RS01320 WP 000788426.1 ELLKTDVADDKLYLLDVKDFSTPVESVEVFRKEPSTQLVVTVDGEFQHDYTLKG.KYLEVVISKLKADEKPKPKSVLEKE 155
NTDB id 1175 A1552VC RS12105 WP 000788426.1 ELLKTDVADDKLYLLDVKDFSTPVESVEVFRKEPSTQLVVTVDGEFQHDYTLKG.KYLEVVISKLKADEKPKPKSVLEKE 155
NTDB id 1408 DSB67 RS13980 WP 010643500.1 DLLNTSVKDDQLYLLDVKDFSTVVESVEVFRDTSTTRLVAYIDEDYSHDYRLTG.RYLEVKVGKLKANEKAPDKSILDKE 156
NTDB id 1381 A4U84 RS02010 WP 021113424.1 ..........................................................MRYLFLLFF......ATFPVLA 16
NTDB id 339331 ERO09 RS00405 WP 128786784.1 ............................................MIKQKIKTKCGQFLMCFLILWTT......YS..SAE 28
NTDB id 1347 HI 0435 AAC22094.1 ..............................................MKKYFLKCGYFLVCFCLPLIV......FANPKTD 28
NTDB id 1373 NTHI RS02645 WP 011272046.1 ..............................................MKKYFLKCGYFLVCFCLPLIV......FANPKTD 28
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NTDB id 1186 GTF74 RS01320 WP 000788426.1 GKLISINFQDIPVRNVLQLIADYNGFNLVVSDSVVGNLTLRLDGVPWQQVLDIILQVKGLDKRVDGNVILIAPKEELDLR 235
NTDB id 1175 A1552VC RS12105 WP 000788426.1 GKLISINFQDIPVRNVLQLIADYNGFNLVVSDSVVGNLTLRLDGVPWQQVLDIILQVKGLDKRVDGNVILIAPKEELDLR 235
NTDB id 1408 DSB67 RS13980 WP 010643500.1 GKLISINFQDIPVRNVLQLIADYNQFNLVVSDSVEGNLTLRLDGVPWQQVLDIILQVKGLDKRVDGNVILVAPKDELDLR 236
NTDB id 1381 A4U84 RS02010 WP 021113424.1 NQQISLSIRNAPTAEIISYLAEETGKNITISDEIKDTKNFRVEKSHFDEILNSLIKTHQLNLKKENGIYYIHQAQEHKQH 96
NTDB id 339331 ERO09 RS00405 WP 128786784.1 NRVFSLRLKQAPMVATLQQLALEQNANLMIDDELEGTLSLQLENVDFDRLLRSVAKIKRLSFYQENDIYYLGKPSQHEQY 108
NTDB id 1347 HI 0435 AAC22094.1 NERFFIRLSQAPLAQTLEQLAFQQDVNLVIGDILENKISLKLNNIDMPRLLQIIAKSKHLTLNKDDGIYYLNGSQSGK.. 106
NTDB id 1373 NTHI RS02645 WP 011272046.1 NECFFIRLSQAPLAQTLEQLAFQQDVNLVMGERLEGNISLKLNNIDMPRLLKIIAKSKHLTLNKDDGVYYLNGSQSGK.. 106
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NTDB id 1186 GTF74 RS01320 WP 000788426.1 EKQAL....EKARLAEELGDLKSEIIKINFAKASDIAAMIGGEGNVNMLSERGSISIDERTNSLLIRELPDNIAVIREII 311
NTDB id 1175 A1552VC RS12105 WP 000788426.1 EKQAL....EKARLAEELGDLKSEIIKINFAKASDIAAMIGGEGNVNMLSERGSISIDERTNSLLIRELPDNIAVIREII 311
NTDB id 1408 DSB67 RS13980 WP 010643500.1 EKQQL....EKQKLEKEIGELSSEIIKVNFAKASDIAEMINGEGNISMLSDRGSMTIDERTNSLLIRELPENIEVIREII 312
NTDB id 1381 A4U84 RS02010 WP 021113424.1 T.........TAQLVNALPKLITKTIKLHYSKASEVIESLT.KGQGNLLSESGYLHFDDRSNSIIVKDSAASVKNFTQLI 166
NTDB id 339331 ERO09 RS00405 WP 128786784.1 AEKMTEPMAISGESLPSETPLVSTTVKLHFAKASDVMKSLT.TGSGSLLSPSGTITFDDRSNVLLIQDDARSIKNIKKLI 187
NTDB id 1347 HI 0435 AAC22094.1 .......GQVAGNLTTNEPHLVSHTVKLHFAKASELMKSLT.TGSGSLLSPAGSITFDDRSNLLVIQDEPRSVQNIKKLI 178
NTDB id 1373 NTHI RS02645 WP 011272046.1 .......GQVAGNLTTNEPHLVSHTVKLHFAKASELMKSLT.TGSGSLLSSAGSITFDDRSNLLVIQDEPRFVQNIKKLI 178
consensus * * * !** **!****!!!*** *** !****!!* !****!*!*!****** * * *** *!



logo

A
E
E
S
M
LDI

KPTIVKEQVIVAQI EAR IVTVINSKTSDEGEHNSMLDQEKQELGVRWGFLVITMFNS ITPTNGETNSHAYRHKTSRLVSAGGNS ILDTEANSGNLAWTQI
KGLYLDAGDGGEGDDGGDG

S
L
S
E
F
S
T
V
E
F

G
T
P
N
V
I
S
A
D
E
N
D
F
NLNVNLF

NTDB id 1186 GTF74 RS01320 WP 000788426.1 ESLDIPVKQVQIEARIVTVKEGNLEELGVRWGVMSTNGS.HSVGGSIESNLWQKGLLAD........DEFPVDEFLNVNL 382
NTDB id 1175 A1552VC RS12105 WP 000788426.1 ESLDIPVKQVQIEARIVTVKEGNLEELGVRWGVMSTNGS.HSVGGSIESNLWQKGLLAD........DEFPVDEFLNVNL 382
NTDB id 1408 DSB67 RS13980 WP 010643500.1 ESLDIPVKQVQIEARIVTINEGNMDELGVRWGFTSINGS.HTVGGSIENNLATIGLYDGGGEGDDGGSSVGIDDFLNVNL 391
NTDB id 1381 A4U84 RS02010 WP 021113424.1 ESLDKPTEQIAIEARIVTISSEHLQQLGVRWGLFSPNENHYKLAGNLEGN.................GLTT..NNLNVNF 227
NTDB id 339331 ERO09 RS00405 WP 128786784.1 AELDKPIEQIVIEARIVTITDESLKELGVRWGIFNPTETAHRVSGSLDAN.................GFSNISNNLNVNF 250
NTDB id 1347 HI 0435 AAC22094.1 AEMDKPIEQIAIEARIVTITDESLKELGVRWGIFNPTENARRVAGSLTGN.................SFENIADNLNVNF 241
NTDB id 1373 NTHI RS02645 WP 011272046.1 AEMDKPIEQIAIEARIVTITDESLKELGVRWGIFNPTENARRVAGSLTGN.................SFENIADNLNVNF 241
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NTDB id 1186 GTF74 RS01320 WP 000788426.1 ASTSANASSIAFQVAKLGSGTLLDLELSALQNESKAEIISSPRLITTNKQPAYIEQGTEIPYLESSSS.GASTVAFKKAV 461
NTDB id 1175 A1552VC RS12105 WP 000788426.1 ASTSANASSIAFQVAKLGSGTLLDLELSALQNESKAEIISSPRLITTNKQPAYIEQGTEIPYLESSSS.GASTVAFKKAV 461
NTDB id 1408 DSB67 RS13980 WP 010643500.1 AATSPNATSIAFQVAKLGSDTLLDLELSALQQESKAEIISSPRLITTNKKPAYIEQGTEIPYLESSSS.GATSVTFKKAV 470
NTDB id 1381 A4U84 RS02010 WP 021113424.1 ..PVNPSASVALQIAAIN.SRVLDLELTALESENNIEIIASPRLLTTDKKTASIKQGTEIPYAMYSKKEEITDIEFREAV 304
NTDB id 339331 ERO09 RS00405 WP 128786784.1 ATTVTPAGSLAFQVAKIN.GRLLDLELTALERENNVEIIASPRLLTTNKKSASIKQGTEIPYVVTNGKNDTQSVEFREAV 329
NTDB id 1347 HI 0435 AAC22094.1 ATTTTPAGSIALQVAKIN.GRLLDLELSALERENNVEIIASPRLLTTNKKSASIKQGTEIPYIVSNTRNDTQSVEFREAV 320
NTDB id 1373 NTHI RS02645 WP 011272046.1 ATTTTPAGSIALQVAKIN.GRLLDLELSALERENNVEIIASPRLLTTNKKSASIKQGTEIPYIVSNTRNDTQSVEFREAV 320
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NTDB id 1186 GTF74 RS01320 WP 000788426.1 LSLKVTPQITPDNRLVLDLSVTQDRRGETVKTGTG.EAVSIDTQRIGTQVLVNNGETVVLGGIFQHSINNSVDKVPLLGD 540
NTDB id 1175 A1552VC RS12105 WP 000788426.1 LSLKVTPQITPDNRLVLDLSVTQDRRGETVKTGTG.EAVSIDTQRIGTQVLVNNGETVVLGGIFQHSINNSVDKVPLLGD 540
NTDB id 1408 DSB67 RS13980 WP 010643500.1 LSLKVTPQITPDNRLVLDLSVTQDRPGQVVKTGTG.EAVAIDTQRIGTQVLVNNGETVVLGGIFQHSITNSVDKVPLLGD 549
NTDB id 1381 A4U84 RS02010 WP 021113424.1 LGLEVTPHISKQNQILLDLAISQNSPNNQIN....NTMVTIDKQEIKTQVLAKHGETIVLGGIFQHLIAKGEDKVPLLGS 380
NTDB id 339331 ERO09 RS00405 WP 128786784.1 LGLEVTPHISKDNNILLDLLVSQNSPGNRVAYGQGNEVVSIDKQEINTQVFAKDGETIVLGGVFHDTITKGIDKVPLLGD 409
NTDB id 1347 HI 0435 AAC22094.1 LGLEVTPHISKDNNILLDLLVSQNSPGSRVAYGQ.NEVVSIDKQEINTQVFAKDGETIVLGGVFHDTITKSEDKVPLLGD 399
NTDB id 1373 NTHI RS02645 WP 011272046.1 LGLEVTPHISKDNNILLDLLVSQNSPGSRVAYGQ.NEVVSIDKQEINTQVFAKDGETIVLGGVFHDTITKSEDKVPLLGD 399
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NTDB id 1186 GTF74 RS01320 WP 000788426.1 LPVLGALFRRTYEQMGKSELLIFVTPKVVIQ..................... 571
NTDB id 1175 A1552VC RS12105 WP 000788426.1 LPVLGALFRRTYEQMGKSELLIFVTPKVVIQ..................... 571
NTDB id 1408 DSB67 RS13980 WP 010643500.1 LPLLGALFRRSYENVGKSELLIFVTPKVVIQ..................... 580
NTDB id 1381 A4U84 RS02010 WP 021113424.1 IPVIKRLFSQSQDKISKRELVIFVTPYIVKSEKIG.AEKQK........... 420
NTDB id 339331 ERO09 RS00405 WP 128786784.1 IPGIKRLFSKESERHQKRELVIFVTPHILKQGERMEMAKKEKHFKQIEKAKK 461
NTDB id 1347 HI 0435 AAC22094.1 IPVIKRLFSKESERHQKRELVIFVTPHILKAGETLEALKQKSEGKK...... 445
NTDB id 1373 NTHI RS02645 WP 011272046.1 IPVIKRLFSKESERHQKRELVIFVTPHILKAGETLEALKQKSAGKK...... 445
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