
logo MKQSLQLRLVSQHLALTPQLQQS IRLLQLSTI
LELQQELVEHQAI LATDENPLMLEREVDNDEPWLDHTSAVR I

L
G
LADGAS IVNAQLTQSSPSASAEKTPSALAPETDE

NTDB id 339277 EKL02 RS17725 WP 128903263.1 MKQSLQLRVSQHLALTPQLQQSIRLLQLSTLELQQELEHILADNPMLERVDDPLDHSVRLLADGAINQTSSPAEKSAAED 80
NTDB id 1425 RS RS02020 WP 011000369.1 MKQSLQLRLSQHLALTPQLQQSIRLLQLSTIELQQEVEQALTENPLLERENEWLDTSARIGADGSVNALQSSSATPLPTE 80
consensus !!!!!!!!*!!!!!!!!!!!!!!!!!!!!!*!!!!!*!* ! *!!*!!! **!!*! !* !!! *! !* * * *

logo

A
S
PPPAADNGAEDHADTAEATASYEGNAGEGSDGEFADASDGYGNTEGERASDWSFLDDFVARKTGPKQNSDPEDDDRASPRMPQLERAEAHEHI

PTLQREFHLLMEQLMARLPLTKSHLESPT
NTDB id 339277 EKL02 RS17725 WP 128903263.1 A..PAADGE.......TAYEGAEGGEAADGGNGEADWSFDDVARTGKNPEDDDSRPQLEAHHITLREHLLEQMRLTSHET 151
NTDB id 1425 RS RS02020 WP 011000369.1 SPPPAANGADHADTAEASYENG.SDFDSDYGTERSDWSLDDFARKPQSDEDDRAPMQLREAEPTQREFLMEQLAPLKLSP 159
consensus **!!! ! ******* !! ** ! ! !!! !! !! * *!!! **!! ***! !!*!*!!* * * *

logo RDKRAGLMVEI FL IL IDEAS ILDDNENGYLETEGPSLDEE IHLADRLPAELE I
V
D
E
L
P
D
EELAQAIALKRLML

VQSFDEPAGI
VGARDSAAGECLATLQI

L
Q
RRLMDPKSVPMPVATKR

NTDB id 339277 EKL02 RS17725 WP 128903263.1 RDRALMELIIDAIDNNGYLEEPLEEIHARLPAELEIDPEELAIALKLVQSFEPAGVGARDAGECLALQIRRMPKVPMVTR 231
NTDB id 1425 RS RS02020 WP 011000369.1 RDKGLVIFLIESLDDEGYLTGSLDEILADLPAELEVELDELQAALRMLQSFDPAGIGARSAAECLTLQLQRLDS...PAK 236
consensus !!**!* *!* *! !!! *!*!!*! !!!!!!****!! !!***!!!*!!!*!!! !*!!! !!* !** **** *

logo
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L
MALTIVENKQHLEGLFLAAQRDFYNTKRLKKALLDSCVDDEGDELKRAEAHQCE I

L IRQSCLANPFHPGAHAVFAGRSADAEADFYVVPDVI
VVKRKRGTAKANGWMQAVMQLNHPDV

NTDB id 339277 EKL02 RS17725 WP 128903263.1 RMALTIVEKHLGLFAQRDFNKLKKLLDCDDEDLREAQCIIRQCNPHPGAVFASDAADYVVPDVIVKRGKNGWQVMLNHDV 311
NTDB id 1425 RS RS02020 WP 011000369.1 PLALTIVNQHLELLAARDYTRLKKALSVDDGELKAAHELIRSLAPFPGHAFGRAEADFVVPDVVVRKTAAGWMAQLNPDV 316
consensus **!!!!! !! ! ! !!* *!!! ! *!! *!* !***!! * !*!!* !* !!*!!!!!*!** !! !! !!

logo MPRLR I
VNADLMYANQI LKRQSNSKRGEGSGAANSLQTQSKQLQEAKRWL IKNI

M
Q
RQRFDTI LRVSQAIVERQKRNSFFSTHGAE I

VAMRPLVLRE IADT
NTDB id 339277 EKL02 RS17725 WP 128903263.1 MPRLRVNALYANILKQNKGEG...SLTSQLQEAKWLIKNMRQRFDTILRVSQAIVERQRNFFSHGAVAMRPLVLREIADT 388
NTDB id 1425 RS RS02020 WP 011000369.1 MPRLRINDMYAQILRSSRGESGAANLQQKLQEARWLIKNIQQRFDTILRVSQAIVERQKSFFTHGEIAMRPLVLREIADT 396
consensus !!!!!*! *!!*!!* *!! *** ! !!!!*!!!!!* !!!!!!!!!!!!!!!!!* !!*!! *!!!!!!!!!!!!!

logo LGLHESTI SRVTTNQKYMALTPHMGMTFELKYFFGSHVASTEATGGAEASSTAIRAL IKQL IVGAEDPKNPLSDSKR IAELMLGEQGFMVV
NTDB id 339277 EKL02 RS17725 WP 128903263.1 LGLHESTISRVTTQKYMLTPHGMFELKYFFGSHVATEAGGEASSTAIRALIKQLIGAEDPKNPLSDSKIAEMLGEQGMVV 468
NTDB id 1425 RS RS02020 WP 011000369.1 LGLHESTISRVTTNKYMATPMGTFELKYFFGSHVSTETGGAASSTAIRALIKQLVGAEDPKNPLSDSRIAELLGEQGFVV 476
consensus !!!!!!!!!!!!!*!!! !!*! !!!!!!!!!!! !! !! !!!!!!!!!!!!!*!!!!!!!!!!!!*!!!*!!!!! !!

logo ARRTVAKYREALKIPAPVNLRKSL
NTDB id 339277 EKL02 RS17725 WP 128903263.1 ARRTVAKYREALKIPPVNLRKSL 491
NTDB id 1425 RS RS02020 WP 011000369.1 ARRTVAKYREALKIPAVNLRKSL 499
consensus !!!!!!!!!!!!!!!*!!!!!!!
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