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NTDB id 339263 EKL02 RS04595 WP 128900945.1 ..MSVPRILVIDDEPDLRELVEITLLKMGLDVDSADRLATARALLQQHEYALVLTDMRLPDGMGIELVREVTGACRNTPI 78
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ..MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQQRHPQTPV 78
NTDB id 1045 H0N27 RS16330 WP 168727019.1 MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVSQNYPNTPI 80
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NTDB id 339263 EKL02 RS04595 WP 128900945.1 AVITAFGSADNAVTALKAGAFDYLSKPVGLDQLRLLVQSALRISTVAGGGGKAPAVAGGGISLRLMGQSSLMQDLRTQIA 158
NTDB id 1473 PAKAF RS24000 WP 003094694.1 AMITAYGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRNP...EAE.....EAPVDNRLLGESPPMRALRNQIG 150
NTDB id 1045 H0N27 RS16330 WP 168727019.1 AVLTAYGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVEHDTTE.....NALENKLLIGRSLPIQQLRIAIK 155
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VNCGAIPESTSELMEASELFFGYHRKKGASFTGAAITQEDRKDQGFL IFLQSAAHNSGGST
NTDB id 339263 EKL02 RS04595 WP 128900945.1 RLARSMAPIAITGESGSGKELAARDIHAQSARADKAFIAVNCGAIPESLMEAEFFGYRKGAFTGAAEDRDGFFQAANGGT 238
NTDB id 1473 PAKAF RS24000 WP 003094694.1 KLARSQAPVYISGESGSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGAIEDKQGLFQAASGGT 230
NTDB id 1045 H0N27 RS16330 WP 168727019.1 KIARSQAPVFVTGESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSAHGGS 235
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NTDB id 339263 EKL02 RS04595 WP 128900945.1 LLLDEVADLPLAMQVKLLRAIQERRVRKVGATVEEPVDVRLISATHQDLAECVEKGKFRQDLYYRLNVIELRLPSLRERL 318
NTDB id 1473 PAKAF RS24000 WP 003094694.1 LFLDEVADLPMAMQVKLLRAIQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYYRLNVIELRVPPLRERR 310
NTDB id 1045 H0N27 RS16330 WP 168727019.1 LFLDEIAELPLSMQVKLLRAVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPPLRERG 315
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NTDB id 339263 EKL02 RS04595 WP 128900945.1 EDVGLLAETILAKLAGPG.MARVTLAPAALAALRGYSFPGNVRELENILERAMAFANDDVIEVADLALKAAGMVPSGLAA 397
NTDB id 1473 PAKAF RS24000 WP 003094694.1 EDIPLLAERILKRLAGDTGLPAARLTGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDLRLADAPGAS..... 385
NTDB id 1045 H0N27 RS16330 WP 168727019.1 EDVLLLANHFIQKICMEWETPPKQLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPLRANIS.... 391
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NTDB id 339263 EKL02 RS04595 WP 128900945.1 AAPAAAPEVAEPMLQSAESTFAGDAPADTVSVRFHMPPTPDVAEPLGAAVAELPPLPASLPDHLDQVEREIICRALAQTR 477
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ...........................................QEGA....ASLSEIDNLEDYLEDIERKLIMQALEETR 418
NTDB id 1045 H0N27 RS16330 WP 168727019.1 ..........NPFASAAQSI..........Q........TTVAAPQA....VKKLPSEGLERYLENIEKDILLNALNMTH 439
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NTDB id 339263 EKL02 RS04595 WP 128900945.1 FNRTQAAELLGISFRQLRYRMQRLSIHEPE.... 507
NTDB id 1473 PAKAF RS24000 WP 003094694.1 WNRTAAAQRLGLTFRSMRYRLKKLGID....... 445
NTDB id 1045 H0N27 RS16330 WP 168727019.1 WNRTLAAKKLGMTFRSLRYRLKKFGLDTETEQEV 473
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