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NTDB id 1250 GCO85 RS13065 WP 027219989.1 ...............MNNL................QPLLALNRMKRIGPRTVLKLQKRWPDLNLMFQLSSVDLEEAGLPS 49
NTDB id 1399 DSB67 RS15600 WP 010645755.1 ..........MTPQNDIDL................AAWLKLSCLPGIGGVKMNKLLSK.DTPSNIVQYSTEQLQLLGLTA 53
NTDB id 1388 A4U84 RS04945 WP 062924099.1 ...............MTHL................TKLLALLQVPQLGAQRIGRLLSE.VDFGEFCQYDKTALKQMGWNE 48
NTDB id 1361 HI 0985 AAC22646.1 ..............MNDIT................YTLLRLMQVPKLGGVGIDKILSN.ITLNELLNYDDVAFRQMGWGA 49
NTDB id 599 KW2 RS05940 WP 021037268.1 ...............MITNFDLFRWKKAGMTNLGVNKLLKFFRKYDRKI.....SLRQMGQVA...........QVKSIP 49
NTDB id 407 SMU RS04605 WP 002262865.1 ................MDNFQLFKLKKAGLTNLNILNIIDYEERTQKSL.....SLRDMAVVS...........KNKKPL 48
NTDB id 525 SMSK321 RS06295 WP 000705298.1 ..............MKITNYEIYKLKKSGLTNQQILKVLEYGENVDQEL.....LLGDIADIS...........GCRNPA 50
NTDB id 497 SM12261 RS05565 WP 000705318.1 ..............MKITNYEIYKLKKSGLTNQQVLAVLEYGENVDQEL.....LLGDIAEIS...........GCRNPA 50
NTDB id 267 KZH43 RS05590 WP 000705306.1 ..............MKITNYEIYKLKKSGLTNQQILKVLEYGENVDQEL.....LLGDIADIS...........GCRNPA 50
NTDB id 226 SPD RS05990 WP 000705306.1 ..............MKITNYEIYKLKKSGLTNQQILKVLEYGENVDQEL.....LLGDIADIS...........GCRNPA 50
NTDB id 192 SPR RS05715 WP 000705306.1 ..............MKITNYEIYKLKKSGLTNQQILKVLEYGENVDQEL.....LLGDIADIS...........GCRNPA 50
NTDB id 157 SP RS06205 WP 000705306.1 ..............MKITNYEIYKLKKSGLTNQQILKVLEYGENVDQEL.....LLGDIADIS...........GCRNPA 50
NTDB id 114 BSU 16110 NP 389493.1 MDQAAVCLTICRINQLLSPSLLLKWWKADPSMSLTSPV......LQTVTR..DQIKA...................AALK 53
NTDB id 339232 EST43 RS05180 WP 228444567.1 ................................................................................ 0
NTDB id 25 SA RS06185 WP 000593194.1 ...............MIKLFLLKLYWAHFSTKQIHQFLMAYPNVIKEEGRKKDSYLCEWVNRE...........ENVLLL 54
NTDB id 40 MW RS06080 WP 000593192.1 ...............MIKLFLLKLYWAHFSTKQIHQFLMAYPNVIKEEGRKKDSYLCEWVNRE...........ENVHLL 54
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NTDB id 1250 GCO85 RS13065 WP 027219989.1 WLAQTIKNFDPDFIKTDLNWLSSSENHHILTWDSPYYPALLKEIADPPFILYAKGELSALTQ.PSLAIVGSRNASVTGNE 128
NTDB id 1399 DSB67 RS15600 WP 010645755.1 KQLQAWSQVD.KEVDACLTWVAASSHHHILTLADALYPPLLKQTVAPPPLLFVKGEASCLPQ.PQIAMVGSRNASVDGLQ 131
NTDB id 1388 A4U84 RS04945 WP 062924099.1 RQIQRWFNPEHKWIDQALQWAEQ.DQQQILTLFDEDYPFLLKQISTAPPVLFVRGNVESLSL.PQIAIVGSRDYSHYGEH 126
NTDB id 1361 HI 0985 AAC22646.1 IQIRRWFKPEAKFIEPALVWSQK.EGNHLVNYFSPFYPFLLKQTASFPPLLFVKGNLTALSQ.RQMAMVGSRYCTTYGEY 127
NTDB id 599 KW2 RS05940 WP 021037268.1 NFIEQYKNQDVKKLRADY......KKFSSFSILDDLYPERLREIYNPPVLIFYQGNIDLLKN.PKLAFVGSRLAGQSGIK 122
NTDB id 407 SMU RS04605 WP 002262865.1 IFMEHYKNLDSKALRKEF......NRFPSLSILDKEYPLELKNIYNPPVLLFYQGDLDLLAR.PKLAVVGSRNASQMGVA 121
NTDB id 525 SMSK321 RS06295 WP 000705298.1 VFMERYFQIDDAHLEKEF......KKIPSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKF.PKVAVVGSRSCSKQGAK 123
NTDB id 497 SM12261 RS05565 WP 000705318.1 VFMERYFQIDDAHLEKEF......QKFPSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKF.PKVAVVGSRACSKQGAK 123
NTDB id 267 KZH43 RS05590 WP 000705306.1 VFMERYFQIDDAHLSKEF......QKFPSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKF.PKVAVVGSRACSKQGAK 123
NTDB id 226 SPD RS05990 WP 000705306.1 VFMERYFQIDDAHLSKEF......QKFPSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKF.PKVAVVGSRACSKQGAK 123
NTDB id 192 SPR RS05715 WP 000705306.1 VFMERYFQIDDAHLSKEF......QKFPSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKF.PKVAVVGSRACSKQGAK 123
NTDB id 157 SP RS06205 WP 000705306.1 VFMERYFQIDDAHLSKEF......QKFPSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKF.PKVAVVGSRACSKQGAK 123
NTDB id 114 BSU 16110 NP 389493.1 NEIEQF.YPKLPRVLAAYR....EQGINTIPISSKQYPFWLKSIYDPPAVLFAKGDMTLLSKGRKIGIVGTRNPTAYGKQ 128
NTDB id 339232 EST43 RS05180 WP 228444567.1 ..MTKFQNLKSSMLLEELE....SKEITPLYFDSETYPQLLLEIYDYPFILFTKGNINILNYSNALAIVGSRDATNYTAN 74
NTDB id 25 SA RS06185 WP 000593194.1 RKYYAFIKLDHNDIIKELQ....KLKVSYITYMDSEYPVLLKEIYQFPLLLFYKGNIKLINNMHHLAVVGARDSTSYTQQ 130
NTDB id 40 MW RS06080 WP 000593192.1 RKYYAFIKLDHNDIIKELQ....KLKVSYITYMDSEYPVLLKEIYQFPLLLFYKGNIKLINNMHHLAVVGARDSTSYTQQ 130
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NTDB id 1250 GCO85 RS13065 WP 027219989.1 NARAFSREISRHGVSIVSGLALGIDAHAHLGCLEGGGKTIAVLGTGIDCIYPRRHLKLAEQI.TENGLLLSEFPLKSPPI 207
NTDB id 1399 DSB67 RS15600 WP 010645755.1 HTRTFASDLVQHDLIVTSGLALGIDGHAHDGALLAGGKTIAVLGSGLEQVYPARHRGLAQRV.AENGALVSEFRPDAKPR 210
NTDB id 1388 A4U84 RS04945 WP 062924099.1 WAGHFSAELVKHQLAVTSGLAIGIDGFCHQRAANENGITIAVLGSGLDQVYPARHKKLAEQIVETSGALVSEFFPSQPPI 206
NTDB id 1361 HI 0985 AAC22646.1 WAKHFATELSLAGFTITSGLALGIDGHCHQAVVNIQGQTIAVLGSGLEQIYPSKHQRLSAQIIENNGALVSEFLPNQAPI 207
NTDB id 599 KW2 RS05940 WP 021037268.1 SVQKIVTEL.NQSFTIVSGLAKGIDTASHLSAIKTKTPTIAVIGTGLDIFYPLENRKIQEYL.AKYQLVLSEYSLGEKPL 200
NTDB id 407 SMU RS04605 WP 002262865.1 AVKKIIQDL.SKQFVIISGLARGIDTAAHLASLKSGGATIAVIGTGLDVHYPKENRRLQDYI.AKNHLLLSEYEAQSQPL 199
NTDB id 525 SMSK321 RS06295 WP 000705298.1 SVEKIIQGL.ENELVIVSGLAKGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYI.SNDHLVLSEYGPGEQPL 201
NTDB id 497 SM12261 RS05565 WP 000705318.1 SVEKVIQGL.ENELVIVSGLAKGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYI.GNDHLVLSEYGPGEQPL 201
NTDB id 267 KZH43 RS05590 WP 000705306.1 SVEKVIQGL.ENELVIVSGLAKGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYI.GNDHLVLSEYGPGEQPL 201
NTDB id 226 SPD RS05990 WP 000705306.1 SVEKVIQGL.ENELVIVSGLAKGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYI.GNDHLVLSEYGPGEQPL 201
NTDB id 192 SPR RS05715 WP 000705306.1 SVEKVIQGL.ENELVIVSGLAKGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYI.GNDHLVLSEYGPGEQPL 201
NTDB id 157 SP RS06205 WP 000705306.1 SVEKVIQGL.ENELVIVSGLAKGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYI.GNDHLVLSEYGPGEQPL 201
NTDB id 114 BSU 16110 NP 389493.1 VVNHLTKEICRKGWVIVSGLASGIDGMSHAASIKAKGRTIGVIAGGFQHIYPRENLQLADHM.AKHHILLSEHPPETKPQ 207
NTDB id 339232 EST43 RS05180 WP 228444567.1 ALDHIVPELIKNNIFIVSGLAKGADNYAHLACNFYGGHTIGVLAYGHDFVYPTETALIRKLM.EKNHIVISEYPPSTPIQ 153
NTDB id 25 SA RS06185 WP 000593194.1 SLEFLLSNDKSKYLTIVSGLAQGADAMAHQIALKYNLPTIAVLAFGHQTHYPKSTLALRNKI.EEKGLVISEYPPHTPIA 209
NTDB id 40 MW RS06080 WP 000593192.1 SLEFLLSNDKSKYLTIVSGLAQGADAMAHQIALKYNLPTIAVLAFGHQTHYPKSTLALRNKI.EEKGLVISEYPPHTPIA 209
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NTDB id 1250 GCO85 RS13065 WP 027219989.1 AGHFPLRNRIISGLSLCILVIEAAIKSGSLITARMALEQNRDVLAIPGSIHNPLARGCHYLLQQGAKLVTSVADVLDELK 287
NTDB id 1399 DSB67 RS15600 WP 010645755.1 AENFPRRNRIISGLSLGVLVVEAAEKSGSLITARYALEQGREVFALPASINAPNASGGNQLIQNGACLVQNTQEVLNEIQ 290
NTDB id 1388 A4U84 RS04945 WP 062924099.1 AENFPRRNRIISGLSLGTLVIEATVNSGSLITARYALEQGREVFALPNSVQNPYSEGCHKLIKEGALLVENVEDILEAIA 286
NTDB id 1361 HI 0985 AAC22646.1 AANFPRRNRIISGLSVGTLVVEATEKSGSLITARYALEQNREVFAVPGNIQNKSSQGCHRLIKQGAMLVENAKDILETLY 287
NTDB id 599 KW2 RS05940 WP 021037268.1 KYHFPERNRIIAGLSRGVVVVEAKLRSGSLITCERALEEGRDIFAIPGNIADGTSDGCNHLIQQGAKLVYQAQDILEEYL 280
NTDB id 407 SMU RS04605 WP 002262865.1 KYHFPERNRIIAGLSQGVMVAEAKIRSGSLITCERAMEEGRDVFVVPGNILDGQSEGCHHLIQEGAKCITSGFDILNEFN 279
NTDB id 525 SMSK321 RS06295 WP 000705298.1 KFHFPARNRIIAGLCRGVIVAEAKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFE 281
NTDB id 497 SM12261 RS05565 WP 000705318.1 KFHFPARNRIIAGLCRGVIVAEAKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFE 281
NTDB id 267 KZH43 RS05590 WP 000705306.1 KFHFPARNRIIAGLCRGVIVAEAKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFE 281
NTDB id 226 SPD RS05990 WP 000705306.1 KFHFPARNRIIAGLCRGVIVAEAKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFE 281
NTDB id 192 SPR RS05715 WP 000705306.1 KFHFPARNRIIAGLCRGVIVAEAKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFE 281
NTDB id 157 SP RS06205 WP 000705306.1 KFHFPARNRIIAGLCRGVIVAEAKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFE 281
NTDB id 114 BSU 16110 NP 389493.1 KWHFPMRNRIISGLSEGVIVVQGKEKSGSLITAYQALEQGREVFAVPGSLFDPYAGGPIKLIQQGAKAIWSAEDIFEELP 287
NTDB id 339232 EST43 RS05180 WP 228444567.1 KFRFPERNRIISGLAQGVLITEAKERSGSLITLDQGLEQDRNIYCLPGPINHELSSGCNKRIKEGAKLVQCAQDILEDYS 233
NTDB id 25 SA RS06185 WP 000593194.1 KYRFPERNRIISGLSKGVLITEAKEQSGSHITIDFALEQNRNVYVLPGSMFNPMTKGNLLRIQEGAKVVLNANDIFEDYY 289
NTDB id 40 MW RS06080 WP 000593192.1 KYRFPERNRIISGLSKGVLITEAKEQSGSHITIDFALEQNRNVYVLPGSMFNPMTKGNLLRIQEGAKVVLNANDIFEDYY 289
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NTDB id 1250 GCO85 RS13065 WP 027219989.1 IEHHQFTSNK......................PIFSLASGKENLVKFIGFETTTIDQIIDRSGYGMEQVTSGLAELELKG 345
NTDB id 1399 DSB67 RS15600 WP 010645755.1 SLLD.WSINQSLDL...............FSAPIDEEELPFPQLLANVGNEATPVDILASRTNIPVQEVMMQLLELELSG 354
NTDB id 1388 A4U84 RS04945 WP 062924099.1 WQRQSVHIQPSL.FDTKP..KQAVKSEPKFAKNLPELTACQQQLFEQISLEPISVDDLAKATDMAVETALIELLNLELLG 363
NTDB id 1361 HI 0985 AAC22646.1 QHS..IHSQTEIDFDQIAVPNYTPPPDPR...RL.VEAPSHPKLYSRIGYTPVSIDDLAEEFNLSVDVLLVQLLDLELQD 361
NTDB id 599 KW2 RS05940 WP 021037268.1 YN.............................................................................. 282
NTDB id 407 SMU RS04605 WP 002262865.1 F............................................................................... 280
NTDB id 525 SMSK321 RS06295 WP 000705298.1 F............................................................................... 282
NTDB id 497 SM12261 RS05565 WP 000705318.1 F............................................................................... 282
NTDB id 267 KZH43 RS05590 WP 000705306.1 F............................................................................... 282
NTDB id 226 SPD RS05990 WP 000705306.1 F............................................................................... 282
NTDB id 192 SPR RS05715 WP 000705306.1 F............................................................................... 282
NTDB id 157 SP RS06205 WP 000705306.1 F............................................................................... 282
NTDB id 114 BSU 16110 NP 389493.1 ERNVQYTEPF...................................................................... 297
NTDB id 339232 EST43 RS05180 WP 228444567.1 FPDISKN......................................................................... 240
NTDB id 25 SA RS06185 WP 000593194.1 I............................................................................... 290
NTDB id 40 MW RS06080 WP 000593192.1 I............................................................................... 290
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