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NTDB id 339208 ESP49 RS00735 WP 014919448.1 MAIPTRSEVPEDLKWDLTRIFKTDQDWENAFDKAKDEVAKLSELKGSLAKSGKDLYEGLTKILAVKRDVENIYVYATMSS 80
NTDB id 480 HSISS4 RS02090 WP 002890133.1 .MSDNRTHLEEKYTWDLTTIFATDADWETEYESTVQDLKKASAYAGHLLDSAKNLLGATELYMSLMRRLEKIYVYASMKN 79
consensus * * !****! !!!! !! !! !!! ** ** ! ! !*! !*! ! * * * ! *! !!!!!*!
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NTDB id 339208 ESP49 RS00735 WP 014919448.1 DVDTSNSHYLGYVSRVQSLSNQFEAATSFINPEILSIPAEKFEQFKKDEPRLADYAHYLEMITNKRPHTLPAEEEKIIAD 160
NTDB id 480 HSISS4 RS02090 WP 002890133.1 DQDTTVGLYQEYQAKASNLYSQLSEAFAYFEPEFMALDDKKLAEFKEQEPGLGLYDHYFERLLANKDHVLSQEAEELLAA 159
consensus ! !!* *! ! * ! ! ! * !! * ** ! !! !! !* ! !! ! * **! !* ! ! **!
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VRKGAFYENATLMYAGSTYEGQFQHNSTLYAQSTLQSGVVKKV
NTDB id 339208 ESP49 RS00735 WP 014919448.1 AGDAMSVSENTFNVLTNSDMEYGYMQDEDGNMEQLSNGLYSLLIQSQNRDVRKGAFNTLYASYGQFQNSLASTLSGVVKK 240
NTDB id 480 HSISS4 RS02090 WP 002890133.1 AGDIFNGPTDTFNVLDNADILFPWVSDGQGDVVELTHGNFITLMESKDRDIRKGAYEAMYGTYEQFQHTYAQTLQGVVKV 239
consensus !!! * !!!!! ! !* **** ! ! * !**! * !* ! !!*!!!!* *!**! !!!** ! !! !!!!

logo HNYNQAKRMVHRHKYDNSAREHAALAADNFGI
VPEVESVYDSTL ILEKESVDNKSHLDPLLHRYLVADLRKKI
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NTDB id 339208 ESP49 RS00735 WP 014919448.1 HNYNARMHKYDSAREAALADNGVPVEVYDTLIKEVDSHLDLLHRYVALRKKILGLKDLQMWDMYVPLTGKPALSYNFEEA 320
NTDB id 480 HSISS4 RS02090 WP 002890133.1 HNYQAKVRHYNSARHAALAANFIPESVYDSLLESVNKHLPLLHRYLDLRKKVLGLDELKMYDVYTPLSETET.ALTYEES 318
consensus !!!*!****! !!!*!!!! ! *! !!!*!* ! !!*!!!!!* !!!!*!!! *! !*!*! !!* * * *!!
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LDNSLFYTLVHETGHSLVHSTWFYTR
NTDB id 339208 ESP49 RS00735 WP 014919448.1 KKVAKGALKPLGEDYLKHVDYIFNNRVIDPVESKGKVTGAYSGGAYDTDPYELLNWEDNIDSLYTLVHETGHSVHSWYTR 400
NTDB id 480 HSISS4 RS02090 WP 002890133.1 LKKAEEVLAIFGEEYSKGVHAAFTERWIDVHPNKGKRSGAYSGGAYDTNAFMLLNWQDTLDNLFTLVHETGHSLHSTFTR 398
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PLTA
NTDB id 339208 ESP49 RS00735 WP 014919448.1 HSQPYIYGDYPIFVAEIASTTNENILTEYFLDHITDPKTRAFILNYYLDSFKGTLFRQTQFAVFEQFIHEADAKGEPLTA 480
NTDB id 480 HSISS4 RS02090 WP 002890133.1 QTQPYVYGDYPIFLAEIASTTNENILTETLLKEVKDDKTRFAILNHYLDGFKGTVFRQTQFAEFEHAIHEADASGQILTA 478
consensus **!!!*!!!!!!!*!!!!!!!!!!!!!! ! ** !*!!! !!!*!!! !!!!*!!!!!!! !!* !!!!!! ! *!!!

logo DFI LMDNDKLVYAGDQI
LNEQHKYYGNDLKSAVEDPGNGYDE IAQFLEWESR IPHFYMYNFYYVYQYATGFAAASTAYLAENKI

VVHGSTEQAEDKRDEAYLGTYLKASGSSDY
NTDB id 339208 ESP49 RS00735 WP 014919448.1 DILDDVYGQINQHYYGDSVEPGGDIALEWSRIPHFYYNFYVYQYATGFAAATALANKVVHGSQADRDAYLGYLKSGSSDY 560
NTDB id 480 HSISS4 RS02090 WP 002890133.1 DFMNKLYADLNEKYYNLKAEDNYEIQFEWERIPHFYMNYYVYQYATGFAAASYLAEKIVHGTEEDKEAYLTYLKAGSSDY 558
consensus ! * *!* *! *!! !* *! !! !!!!!! !*!!!!!!!!!!!!* !! !*!!!* !**!!! !!! !!!!!
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NTDB id 339208 ESP49 RS00735 WP 014919448.1 PTEIMKRAGVDMTKPDYLEDAFKTFEKRLNEFESLIGK..... 598
NTDB id 480 HSISS4 RS02090 WP 002890133.1 PLEVIKKAGVDMTNTDYLDAAFKVFEDRLVELEALVEKGVHLS 601
consensus ! !**!*!!!!!! *!!!* !!! !! !! ! ! !* !*****
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