
logo

MAE
M
Q
S
R
Q
P
Q
K
L
T

A
VL ILV I

VDDEEPRDLICRLELMLEQTMITLAGRMDGKI
L
D
K
V
T
R
H
A
L
S

V
A
G
R
Y

N
R
TVAEKQEAKQREQSALFLTAEQREFHPHFYDALCFLTDLMNRLPDGSGQLEDVL IVEKQHLYVIAQSAQDNRHYDPDNQTP I

V
NTDB id 1045 H0N27 RS16330 WP 168727019.1 MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVSQNYPNTPI 80
NTDB id 339057 EO087 RS10180 WP 128898771.1 ..MSQQTVLVIDDERDIRELLTITLGRMDLKVHAVGTVAEAQSALAEHHYDLCFTDMRLPDGSGQEVIELIAADYDDTPV 78
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ..MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQQRHPQTPV 78
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 AVLTAYGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVEHDT....TENALENKLLIGRSLPIQQLRIAIKK 156
NTDB id 339057 EO087 RS10180 WP 128898771.1 AMITAYGNVDAAVTALKAGAFDFVSKPVDIQMLRRLVRTALKLAEEKRTGTSPSSVATGSSSRLIGDSPIMQQVRGTIGK 158
NTDB id 1473 PAKAF RS24000 WP 003094694.1 AMITAYGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRNPE.......AEEAPVDNRLLGESPPMRALRNQIGK 151
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 IARSQAPVFVTGESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSAHGGSL 236
NTDB id 339057 EO087 RS10180 WP 128898771.1 LARNQAPVYIAGESGVGKELVARLIHEQGPRATGPFVPVNCGAIPSELMESEFFGHHKGSFTGAVADKEGLFQAAHGGTL 238
NTDB id 1473 PAKAF RS24000 WP 003094694.1 LARSQAPVYISGESGSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGAIEDKQGLFQAASGGTL 231
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 FLDEIAELPLSMQVKLLRAVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPPLRERGE 316
NTDB id 339057 EO087 RS10180 WP 128898771.1 FLDEVAELPLHMQVKLLRAIQEKAVRPIGAREEIAVDVRILSATHKNLASLVDQGQFRQDLFYRINVIELRVPPLRERRG 318
NTDB id 1473 PAKAF RS24000 WP 003094694.1 FLDEVADLPMAMQVKLLRAIQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYYRLNVIELRVPPLRERRE 311
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 DVLLLANHFIQKICMEWE.TPPKQLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPLRAN..I... 390
NTDB id 339057 EO087 RS10180 WP 128898771.1 DVPLLTDFVLRQLAIKSKSDTPTRLLPEARQALEEYDFPGNVRELENILERSVAMCDGDRIDASDLMLPQRPPRHGTEAL 398
NTDB id 1473 PAKAF RS24000 WP 003094694.1 DIPLLAERILKRLAGDTG.LPAARLTGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDLRLADAPGASQEG.. 388
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 ....SNPFASAAQSIQTTVAAPQAVKKLPSEGLERYLENIEKDILLNALNMTHWNRTLAAKKLGMTFRSLRYRLKKFGLD 466
NTDB id 339057 EO087 RS10180 WP 128898771.1 AAAAANAHHTPPGHAHTPIAASPAQTSSSELGLDDYISNLERTAIMKALEESRYNKTAAARKLGITFRALRYKLKKLGID 478
NTDB id 1473 PAKAF RS24000 WP 003094694.1 .......................AASLSEIDNLEDYLEDIERKLIMQALEETRWNRTAAAQRLGLTFRSMRYRLKKLGID 445
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TETEQEV
NTDB id 1045 H0N27 RS16330 WP 168727019.1 TETEQEV 473
NTDB id 339057 EO087 RS10180 WP 128898771.1 ....... 478
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ....... 445
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