logo

NTDB id 10 SA RS00435 WP 000815646.1

NTDB id 339006 EQO030 RS00190 WP 011302039.

NTDB id 1 SACOL RS00225 WP 000806247.1
consensus

logo

NTDB id 10 SA RS00435 WP 000815646.1

NTDB id 339006 EQO030 RS00190 WP 011302039.

NTDB id 1 SACOL RS00225 WP 000806247.1
consensus

logo

NTDB id 10 SA RS00435 WP 000815646.1

NTDB id 339006 EQO30 RS00190 WP 011302039.

NTDB id 1 SACOL RS00225 WP 000806247.1
consensus

logo

NTDB id 10 SA RS00435 WP 000815646.1

NTDB id 339006 EQO30 RS00190 WP 011302039.

NTDB id 1 SACOL RS00225 WP 000806247.1
consensus

logo

NTDB id 10 SA RS00435 WP 000815646.1

NTDB id 339006 EQO30 RS00190 WP 011302039.

NTDB id 1 SACOL RS00225 WP 000806247.1
consensus

logo

NTDB id 10 SA RS00435 WP 000815646.1

NTDB id 339006 EQO030 RS00190 WP 011302039.

NTDB id 1 SACOL RS00225 WP 000806247.1
consensus

LR RCASLAANE e o N N e LD R

MKQWIGYLRQSTIUKQQSLAAQKQINIEA AEKHBIIQHINFYSDKQSGREDWREGYRA T LIQQGQCD LCCYRLNRLHRN
MKQA GYLRQSTTKQQSLAAQKQTIE§JLAEKHNIQHITFYSDKQSGRTDKRNGYQQITELIQQGQCDVLCCYRLNRLHRN|
MKQAIGYLRQSTTKQQSLAAQKQTIEALARKHNIQMITFYSDKQSGRTDKRNGYQQITELIQQGQCDVLCCYRLNRLHRN

WAL L Ci) DD piRAL AL XD M T o

LKNALKLMKLCQTYHVHILSVHDGYFDMDWNAFDRIFKLNIFISLAELESDNIGEQV NGL@EKAKQG LITTHAPFGYJAYH
LKNALKLMKLCQTYHVHILSV DGYFDM KAFDRLKLNIFISLAELESDNIGEQVKNGL EKAKQGKLITTHAPFGYHYH
LKNALKLMKLCQINYHVHILSVHDGYFDMDKAFDRLKLNIFISLAELESDNIGEQVKNG EKAKQGK ITTHAPFGYHYH
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