logo

NTDB id 339005 EQO30 RS00185 WP 011302038.

NTDB id 11 SA RS00430 WP 001186602.1
consensus

logo

NTDB id 339005 EQO30 RS00185 WP 011302038.

NTDB id 11 SA RS00430 WP 001186602.1
consensus

logo

NTDB id 339005 EQO30 RS00185 WP 011302038.

NTDB id 11 SA RS00430 WP 001186602.1
consensus

logo

NTDB id 339005 EQO030 RS00185 WP 011302038.

NTDB id 11 SA RS00430 WP 001186602.1
consensus

logo

NTDB id 339005 EQO30 RS00185 WP 011302038.

NTDB id 11 SA RS00430 WP 001186602.1
consensus

logo

NTDB id 339005 EQO30 RS00185 WP 011302038.

NTDB id 11 SA RS00430 WP 001186602.1
consensus

logo

NTDB id 339005 EQO030 RS00185 WP 011302038.

NTDB id 11 SA RS00430 WP 001186602.1
consensus

AR AT G 1 DINEY DI AR 1 LR L)

MQQLKMKRVGIYVRVSTEMQSIEGYSIDGQINQIKEYCWFHHFEVKDIYADRGISGKSMNRPELQR LisiDANISG]EIIDCVM
MQQLKWKRVGIYVRVSTEMQSPEGYSIDGQINQIKEYCIWFHHFEVKDIYADRGISGKSMNRPIZLQR L DAJS¥G IDCVM
PELLL bbb bbbt bbb e bbb b bkl k!

TRUATILLANEDLRAVEER AER VTSN L LASSEHR e et 1O

VYKTNRLARNTSDLLKIVEDLHKQNVEFFSLSERMEVNTSSGKLMLQILASFSEFERNWI EN WWGQE{NRAMEGYYQGN
VYKTNRLARNTSDLLKIVEDLHKQNVEFFSLSERMEVNTSSGKLMLQILASFSEFERNNI EN [ul BRRANEGYYQGN
] b1l

[ O O e e e e A R A e e N e A E T e

L, RN OV ALV S o L

LPLGYRRYIPMIYK LMINQHEANIVKYIFESYAKGHGYRKIANALNHKGYVTKKGNPFSISEY TYILNPFYIGKIQFAK
LPLGYMNIPRURIKE LMINQHEANIVKYIFESYAKGHGYRKIANALNHKGYVTKKGIHPFSISE TYILEWPFYIGKIQFAK|
I 11 PLLLL bbb ot

WD LY A o | DRI A T A sk TN

YKDWWN| KRRKGLNDKPVIAEGKHE\PII[GNDLWDKVQERKKQVSIEKPQVHGKGTN LTG I CPQCH SASITWNTLKD
YKDWS] KRRKGLNDKPVIAEGKHSPTIIRNODLWDKVQNIRKKQVSNKPQVHGKGTN LTG IRICPQC[AIZMINASINTEINNTLKD
[ R I

R RN UL bkl Dbkl D IT Il

RS SR SR e s

GTKKRIRYYSCSNFRNKGSKVCSANSVRADVIEQILE‘.IVKSDKVIVV VNQE]IQ DEIAAL HDIAYKQQQYD
YVM

GTKKRIRYYSCSNFRNKGSKVCSANSVRADVIEM ISQILEIVKSDKVI[NSIVVINIVNQE Q D[GAALBIHDIAYKQQQYD
N T A

LT LD T et

L ks el

EVQIKLWNLIKT EDNPDLTSV IEWYEKQLNDITWQINQLK QQN[N KPR DgyK[NIF¥A NEEBETV QWG
EVQIKLIYNLIKT EDNPDLTSV [ I IMYEKQLNDITIJQINQLK QQNja KPill DIKIIRNULLQEIFEN I8 KERILK
kLU k0 11

AL R APV L L AL AT

ALYL VIDRIDI KDGNHKKQFYVTLKLNNEIIKQLFNPMSYLDEV LSTSSLFLPQTL L[NI 542
ALYL VIDRIDI KDGNHKKQFYVTLKLNNEIIKQLFNIWY LDEVEILSTSSLFLPQTL LJ§I 542
Py N A I R R RN

PTIxD Uk ok xokx! L1

80
80

160
160

240
240

320
320

400
400

480
480



(>4 S

non conserved
similar
>50% conserved



